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Abstract 

Background: Cancer immunotherapy with Immune Checkpoint Inhibitors (ICIs) has demonstrated 

ǎƛƎƴƛŦƛŎŀƴǘ ŎƭƛƴƛŎŀƭ ǎǳŎŎŜǎǎΣ ōǳǘ ƴƻǘ ǎƻ ƳǳŎƘ ƛƴ ǘƘŜ ǘǊŜŀǘƳŜƴǘ ƻŦ ƛƳƳǳƴƻƭƻƎƛŎŀƭƭȅ ΨŎƻƭŘΩ ǘǳƳƻǳǊǎ 

including Breast cancer (BC). One compelling solution is offered by oncolytic viruses (OVs) which 

induce direct cancer cell killing whilst activating anti-ǘǳƳƻǳǊ ƛƳƳǳƴƛǘȅΣ ǊŜǎǳƭǘƛƴƎ ƛƴ ǘǳǊƴƛƴƎ άŎƻƭŘέ 

ƳŀƳƳŀǊȅ ǘǳƳƻǳǊǎ άƘƻǘΣέΦ ¢Ƙƛǎ ǿƻǊƪǎΣ ƛƴ ǇŀǊǘΣ ōȅ ǊŜǇǊƻƎǊŀƳƳƛƴƎ ǘƘŜ ǘǳƳƻǳǊ ƳƛŎǊƻŜƴǾƛǊƻnment 

leading to recruitment of T cells and re-education of tumour-associated macrophages (TAMs). 

²Ŝ ƘȅǇƻǘƘŜǎƛǎŜ ǘƘŀǘ ǘŀǊƎŜǘƛƴƎ ŀ ƴŜǿ ƛƳƳǳƴŜ ŎƘŜŎƪǇƻƛƴǘ ΨTim-3Ω ƛƴ ŎƻƳōƛƴŀǘƛƻƴ ǿƛǘƘ h±ǎ ǿƛƭƭ 

induce anti-tumour immunity in BC.  

Methods:  We investigated the antitumour effects of 3 types of oncolytic herpes simplex virus-1 

(oHSV-1) in combination with anti-Tim-3 antibody. Cell survival, migration and invasion following 

treatment with this combination was also assessed in 3 different BC cell lines (MCF-7, MDA-MB-

231, SKBR-3). The optimal combinations were then investigated in two mouse models of 

mammary carcinoma (4T1 and E0771). Biodistribution and antitumour properties were assessed 

post-mortem. 

Results: Blocking Tim-3 resulted in a significant decrease in cell viability in all 3 BC cell lines with 

synergistic effects when used in combination with oHSVs. Moreover, blocking Tim-3 with and 

without OV statistically reduced cell invasion and migration in MCF-7 and SKBR-3 BC cell lines. 

These effects were not seen in the aggressive MDA-MB-231 cells. Preliminary data from in vivo 

studies suggests that combination therapy reduced tumour volume and increased overall survival 

time compared to the individual treatments with clear reductions in tumour necrosis and a 

significant reduction in pulmonary and liver metastasis compared to untreated tumour-bearing 

mice. 

Conclusion: Inhibiting TIM-3 with OV shows potential for enhancing antitumor responses in vitro 

and in vivo. This approach could be a promising immunotherapy strategy, particularly if tailored 

to specific breast cancer subtypes. Future studies should focus on optimising treatment regimens 

and delivery methods. While these results are encouraging, careful consideration of efficacy 

across different cancer subtypes and potential side effects is necessary as research progresses 

towards clinical application. 
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1.0  Introduction 

 

1.1. Breast Cancer 

 

Breast cancer (BC) is the fourth most common cause of cancer-related deaths in the UK, 

accounting for 7% of all cancer-related deaths. Chemotherapy, radiotherapy and surgical 

methods are used for the treatment of most patients Table 1.1., but despite this in the UK 

approximately 11,500 die every year due to BC όά./ ǎǘŀǘƛǎǘƛŎǎ μ /ŀƴŎŜǊ wŜǎŜŀǊŎƘ ¦YΣέ ƴΦŘΦύ. BC 

has been linked to obesity, lack of physical exercise, drinking alcohol, hormone replacement 

therapy during menopause, ionizing radiation, early age at first menstruation and having children 

late or not at all (Guo et al., 2020; Hurvitz et al., 2013; Jia et al., 2022).  BCs are very 

heterogeneous and can be classified into several subtypes based on distinct gene expression 

profiles (Perou et al., 2000). These include ER+/- (oestrogen receptor), PR+/- (progesterone 

receptor) and HER2+/- (ERBB2 receptor) based on their expression (Yeo and Guan, 2017). More 

effective treatments are needed for patients with advanced BC, particular triple negative BC 

(TNBC), where none of the receptors are present, this accounts for 15-20% of all BCs and is 

characterised by its aggressiveness including relapse and metastasis behaviour (Keenan and 

Tolaney, 2020).  

Breast cancer frequently metastasizes to organs including bones, liver, lungs, and brain (Shao and 

Varamini, 2022). Bone is the most common site, with a metastasis incidence of approximately 

73% (Suva et al.,2011). While the exact reason for this preference for bone is still under 

investigation, certain signalling pathways and molecular expressions might play a role in 

attracting and promoting the migration of breast cancer cells to the bone (Xu and Tang, 2023; 

Wang et al., 2023). The chemokine CXCL12, secreted by osteoblasts, plays a crucial role in 

directing the migration of osteogenic precursors towards the bone marrow microenvironment. 

This chemotactic response is mediated by the interaction of CXCL12 with its receptor, CXCR4, 

expressed on the surface of osteogenic precursors.  
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Moreover, metastatic BC cells overexpress CXCR4 indicating that BC prone to metastases to bone 

more than other organs (Muller et al.,2001). The receptor activator of nuclear factor kappa-B 

ligand (RANKL) binds to its receptor, RANK, on osteoclasts (bone-resorbing cells). This interaction 

stimulates osteoclast activity, leading to the breakdown of bone matrix and triggering bone 

metastasis feed forward cycle (Jackson et al.,2013). Interestingly, breast cancer cells can secrete 

parathyroid hormone-related peptide (PTHrP), which can further induce the overexpression of 

RANKL by bone cells (Jackson et al.,2013). Studies have shown that PTHrP expression is often 

higher in bone-metastatic breast cancer cells compared to those in the primary tumour or other 

metastatic sites (Martin,2002; Southby et al.,1990; Powell et al.,1991). Furthermore, inhibiting 

RANKL in breast cancer patients with bone metastasis has been shown to significantly reduce 

bone turnover markers (indicating decreased bone breakdown), highlighting the important role 

of this pathway (Body et al.,2006; Lipton et al.,2007; Lipton et al.,2008). 

 

Table 1.1.  Breast Cancer treatment in clinic (Gennari et al.,2021; Loibl et al.,2023) 

Early Breast Cancer 

Subtypes  Preferred Therapies Drugs of therapies   

Hormone receptor 

positive (HR+) 

Adjuvant endocrine therapy Tamoxifen or aromatase inhibitor 

Premenopausal 

patients receiving 

ovarian function 

suppression  

Adjuvant bisphosphonates 

  

pamidronate, ibandronic acid, 

sodium clodronate and zoledronic 

acid 

HR+/HER2- Adjuvant therapy with or without 

chemotherapy (ChT), primary 

surgery, systemic treatment 

Abemaciclib or Olaparib  

HER2+ Neoadjuvant therapy, surgery with 

or without radiotherapy, systemic 

treatment 

Paclitaxel, trastuzumab, pertuzumab 
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TNBC Neoadjuvant therapy, surgery with 

or without radiotherapy, systemic 

treatment 

Taxane-carboplatine with or without 

doxorubicin-cyclophosphamide, 

Olaparib, pembrolizumab, 

capecitabine 

Metastatic Breast Cancer  

ER+/HER2- Endocrine therapy (ET) with or 

without ChT 

Everolimusςexemestane or 

Everolimusςfulvestant or 

Fulvestrant+ CDK4/6 inhibitor or 

fulvestrantςalpelisib or PARP 

inhibitor 

 

 

 

 

 

 

 

HER2+ 

1st-line treatment with or without 

ChT 

Trastuzumabς pertuzumab 

with/without ET or Docetaxel/ 

paclitaxel+ trastuzumab+ 

pertuzumab with/without ET  

2nd-line treatment in active brain 

metastatic patients with or without 

ChT 

stereotactic radiotherapy or whole 

brain radiotherapy or 

Tucatinib+capecitabine+ 

trastuzumab/ 

Trastuzumab+deruxtecan 

2nd-line treatment in 

no/stable/unknown brain metastatic 

patients with or without ChT 

Trastuzumab+deruxtecan or  

ado-trastuzumab emtansine(T-DM1) 

3rd -line treatment in active brain 

metastatic patients with or without 

ChT 

Tucatinib+capecitabine+trastuzumab 

or Trastuzumab+deruxtecan  

3rd -line treatment in 

no/stable/unknown brain metastatic 

patients with or without ChT 

Tucatinib+capecitabine+trastuzumab 

or Trastuzumab+deruxtecan or T-

DM1 or Lapatinib+trastuzumab or 

Trastuzumab/ Margetuximab/ 

Neratinib + 

eribulin/capecitabine/vinorelbine 
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            TNBC 

Immunotherapy with ChT+Trop-2-

directed antibody and 

topoisomerase inhibitor in PD-L1+  

Atezolizumab+nab-paclitaxel or 

Pembrolizumab+ 

eribulin/capecitabine/vinorelbine 

followed by Sacituzumab govitecan 

ChT + Trop-2-directed antibody and 

topoisomerase inhibitor with or 

without PARP inhibitor in germline 

BRCA1/2 mutation 

Platinum  preferred over taxane 

or   Olaparib/niraparib/rucaparib 

preferred over 

eribulin/capecitabine/vinorelbine 

followed by Sacituzumab govitecan 

ChT+ Trop-2-directed antibody and 

topoisomerase inhibitor with or 

without mAb/ nucleoside metabolic 

inhibitor in PD-L1- 

Anthracycline+taxane based 

combination or taxane+bevacizumab 

or capecitabine+bevacizumab or 

taxane/ anthracycline monotherapy 

with opposite agent used at 

progression followed by 

Sacituzumab govitecan 

 

TNBC is sensitive to chemotherapy but the overall patient outcome in response to therapy is 

worse than for other BCs, and TNBC is still one of the most fatal diseases for women. Therefore, 

new treatments are urgently needed for this patient group. Immunotherapy is an oncologic 

treatment modality that uses the way to strengthen the host immune system to treat cancer 

(Marin-Acevedo et al., 2018). Immunotherapy has recently exploded for the clinical treatment of 

some cancer types. The first generation of antibody-based immunotherapy, immune-checkpoint 

blockade (ICB), provided significant clinical benefit for a small group of patients with 

persistent/durable responses. ICB works by blocking/inhibiting receptor and/or ligand 

interactions of molecules such as cytotoxic T-lymphocyte) associated antigen 4 (CTLA-4) and 

programmed death 1 (PD-1), which attenuate T cell activation or function (Binnewies et al., 

2018).  
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Initially BC was not thought of as an immunogenic disease with fewer immunogenic tumour 

antigens (Kwa and Adams, 2018), as a result BC has not been considered suitable for 

immunotherapy with ICB. However, recent investigations have provided evidence of a large 

numbers of tumour-infiltrating lymphocytes (TILs) in the tumour microenvironment (TME) a 

subset of BC patient tumours and that in TNBC there is higher expression levels of PD-L1 and 

more TILs (Ono et al., 2012; Stanton and Disis, 2016). In addition, the number of TILs in the TME 

can be a prognostic and predictive marker in standard therapies whereby high numbers of TILs 

correlate with improved patient complete responses to chemotherapy in TNBC, which 

demonstrates that the immune system plays an active role in the subgroup of BC (Li et al., 2018; 

Ono et al., 2012). Together this suggests that immunotherapy is emerging as a novel promising 

option for TNBC. 

 

1.1.2. Tumour microenvironment in Breast Cancer 

 

Tumour cells exhibit crosstalk with surrounding stromal cells and immune cells, including T-

lymphocytes, neutrophils, macrophages, fibroblasts, dendritic cells, epithelial cells, and 

adipocytes. This well-structured network comprises both structural components, such as 

lymphatic and blood vessels, and soluble factors, such as chemokines, growth factors, and 

cytokines  (Bejarano et al., 2021). This intricate network plays a crucial role in tumour formation, 

progression, metastasis (Figure 1.1.), recurrence, and therapeutic resistance (Zhang et al., 2019).  
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Figure 1.1. The Breast Cancer tumour microenvironment in primary sites. Initially, BC cells face growth-

suppressive signals from the immune system, regulated by cytotoxic T lymphocytes, M1 macrophages, and 

fibroblasts. However, these cells have evolved mechanisms to override these inhibitory signals and 

establish a pro-tumorigenic environment. Critically, cytokines (TGF-ʲΣ L[-мʲ ŀƴŘ ¢bC-ʰύ ǊŜƭŜŀǎŜŘ ŦǊƻƳ ǘƘŜ 

inflammatory process modulate the differentiation of normal fibroblasts into cancer-associated fibroblasts 

(CAFs). These CAFs secrete factors (TGF-ʲΣ /·/[мнΣ L[-6) that promote epithelial-mesenchymal transition 

(EMT), tumour growth, and progression. Neutrophils and adipocytes also play a role in tumour progression 

by inducing EMT/secreting high energy metabolites. Tumour-associated macrophages (TAMs), primarily 

M2 macrophages, actively support tumour growth and invasion by secreting pro-tumorigenic cytokines 

and growth factors. TAMs recruit immune-suppressive cells through (CXCL5-CXCR2, TGF-ʲύΣ ǎǳŎƘ ŀǎ ¢ǊŜƎǎ 

and MDSCs, that disrupt immune surveillance and inhibit cytotoxic T lymphocytes, M1 macrophages, and 

natural killer cells. BC cells evade immune surveillance by overexpressing the PD-L1/Tim-3/PD-1 ligand, 

further hindering immune cell activation. These orchestrated events in the primary tumour allow BC cells 

to acquire a motile and invasive phenotype, facilitating intravasation into the bloodstream through 

secreted MMPs, VEGF. In the bloodstream, BC cells interact with platelets and M2 macrophages for 

survival and protection. Platelets escort tumour cells to secondary sites, where they extravasate and 

infiltrate surrounding tissues. The preferred site of metastasis is often influenced by the subtype of BC. 

Figure was created using Biorender and adapted from (Terceiro et al., 2021).  
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Aspects of BC, tumour-infiltrating lymphocytes (TILs) are present at lower densities compared to 

other cancer types, suggesting a possible antitumor immune response (Jenkins et al., 2021). A 

systematic review of HER2+ and TNBC patients revealed that at least 50% of these tumours 

exhibit TIL infiltration (Stanton et al., 2016). Moreover, lower TIL infiltration has been correlated 

with favourable prognostic indicators, smaller tumour size, and lower grade (Kohrt et al., 2005). 

 

NK cells in TME play a role in tumour cell lysis and elimination through crosstalk with tumour cells 

and immune cells (Malmberg et al., 2017) and further contribute to the elimination of metastatic 

cells in the BC-TME (López-Soto et al., 2017). A study in HER2+ BC patients treated with 

trastuzumab (Herceptin) and chemotherapy of Anthracyclines + Taxanes showed a better 

pathological reaction and disease-free survival were achieved in HER2-positive patients 

[discovery cohort (n = 113) patients with higher NK cell infiltration and that tumour-infiltrating 

NK cells are a potential biomarker with excellent predictive value for response to treatment with 

Herceptin (Muntasell et al., 2019).  

 

Cancer-associated fibroblasts (CAFs) in the TME contribute to the development of an 

immunosuppressive microenvironment by remodelling the extracellular matrix (ECM), thereby 

enhancing tumour cell proliferation and invasion (Fan and He, 2022). Notably, CAFs modulate IL-

6 and IL-8, activating the NF-ˁ.κ{¢!¢-о ǇŀǘƘǿŀȅΣ ŀǎ ŎƻƴŦƛǊƳŜŘ ōȅ ILCмʰ ǳǇǊŜƎǳƭŀǘƛƻƴ ƛƴ ./Φ 

Consequently, NF-ˁ. ŀŎǘƛǾŀǘƛƻƴ ǳǇǊŜƎǳƭŀǘŜǎ ǘƘŜ ǘǊŀƴǎŎǊƛǇǘƛƻƴ ƻŦ ƳǳƭǘƛŘǊǳƎ ǊŜǎƛǎǘŀƴŎŜ-associated 

protein-2/BC resistance protein, potentially leading to reduced drug sensitivity and resistance to 

chemotherapy (Lan et al., 2021). A meta-analysis of 15 studies involving 3680 BC patients 

reported a significant correlation between fibroblast infiltration and decreased overall survival 

(OS) and disease-free survival (Hu et al., 2018). Additionally, researchers isolated CAFs and 

normal fibroblasts from 6 human breast carcinoma patients and co-cultured them with BC cells. 

They observed that tumour growth in BC cells co-cultured with CAFs was enhanced, along with 

increased vascularization, compared to BC cells co-cultured with normal fibroblasts.  
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They also found upregulation of SDF-1 levels, indicating enhanced tumour angiogenesis (Orimo 

et al., 2005). This suggests that using CAFs from patients could improve the culture of primary BC 

tissue and this may improve in vitro models. 

 

Macrophages are white blood cells derived from myeloid precursors and play an important role 

in tissue development, homeostasis and immune surveillance (Gabrilovich et al., 2012). 

Macrophages are classified as either classically activated macrophages (M1) or alternatively 

activated (M2) in terms of polarised subsets. M1 activation is triggered byTh1-derived cytokines 

ǎǳŎƘ ŀǎ LCbʴΣ Da-CSF or toll-like receptor (TLR) agonism (Chávez-Galán et al., 2015; N. Wang et 

al., 2014). This leads to the increased expression of surface molecules including major 

histocompatibility complex II (MHC II) and costimulatory molecules (CD80 and CD86) together 

this activates T cell priming. M1 macrophages have microbicidal and tumouricidal properties and 

are involved in the recruitment of Th1 cells. This occurs via chemokine gradients and involves 

chemokine (C-X-C motif) ligand 9 (CXCL9) and chemokine (C-X-C motif) ligand 10 (CXCL10). 

Importantly M1 macrophages secrete proinflammatory cytokines as tumour necrosis factor alpha 

ό¢bCʰύ ŀƴŘ ƛƴǘŜǊƭŜǳƪƛƴǎ όL[ύ-мʲΣ L[сΣ L[мнΣ ŀƴŘ L[но (Biswas and Mantovani, 2010; Genard et al., 

2017). However, on the other side, Th2-derived cytokines such as IL4, IL10, IL13, transforming 

ƎǊƻǿǘƘ ŦŀŎǘƻǊ ōŜǘŀ ό¢DCʲύΣ ǇǊƻǎǘŀƎƭŀƴŘƛƴ 9н όtD9нύ ƻǊ Ŏƻƭƻƴȅ ǎǘƛƳǳƭŀǘƛƴƎ ŦŀŎǘƻǊ м ό/{Cм ƻǊ a-

CSF) are promoters for M2 polarised cells (Hamilton, 2008; Quatromoni and Eruslanov, 2012). 

M2 macrophages lose their antigen presenting capabilities and are involved immune modulation 

(Gabrilovich et al., 2012). They have opposite effects to M1 macrophages, they produce 

adrenomedullin and VEGFs leading to angiogenesis, and express immunosuppressive molecules 

such as IL10, programmed death ligand 1 (PD-[мύ ŀƴŘ ¢DCʲ (Chen et al., 2011; Mosser and 

Edwards, 2008). M2 macrophages promote the recruitment of Treg, tissue repair and 

remodelling and have a role in tumour progression (Mantovani et al., 2013).  
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Many cell types can be found in the TME including cells involved in innate immunity such as 

macrophages, neutrophils, mast cells, myeloid derived suppressor cells, dendritic cells, and 

natural killer cells. In addition, cells involved in adaptive immunity like T and B cells as well as 

cancer cells and their surrounding stroma (here fibroblasts, endothelial cells, pericytes, and 

mesenchymal cells can be found) (De Visser et al., 2006). Macrophages can form one of the major 

components of immune cell infiltrate in the TME as TAM. TAMs mostly promote tumour growth, 

angiogenesis, invasion, and metastasis (Condeelis and Pollard, 2006). Lin et al., demonstrated 

that a mutation in the CSF-1 that codes the macrophage growth factor, dramatically reduced 

tumour progression as assessed by tumour morphology and lung metastasis (Lin et al., 2001). 

Moreover, CSF1 is an important regulator of TAM polarisation into an M2 phenotype (Hamilton, 

2008). In line with this, a study targeting chemokine (CςC motif) receptor 2 (CCR2) or colony-

stimulating factor 1 receptor (CSF1R) showed improved chemotherapeutic efficacy, inhibiting 

metastasis, and increasing anti-tumour T-cell responses in pancreatic tumours (Mitchem et al., 

2013). This suggested that by targeting TAMS via CCR2 or CSF1R resistance to chemotherapies 

can be overcome. 

 

Together these studies suggest a role for immune cells in the BC TME and indication that 

immunotherapy could work in this patient group. However, this highly depends on the subtype. 

Below is a review on cancer immunity and current applications of immunotherapy in this disease. 

 

1.2. Immunotherapy for Breast Cancer 

 

In 1908, Paul Ehrlich argued that immunity plays an important role in eliminating cancer before 

it is reflected in clinical findings. However, it was William Coley who paved the way for 

immunotherapy for the treatment of cancer and is known as the father of cancer immunotherapy 

(Rusch et al., 2018). He conducted the first systematic studies showing positive outcomes of the 

exposure of cancer patients to bacterial products like Bacillus Calmette-Guerin for some solid 

tumours, for instance bladder cancer, in 1890.  
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However, it was not until the 1970s and 1980s that immunotherapy began to take off. 

Interleukin-2 (IL-2) or lectin-activated lymphocytes were shown to target tumour cells in vitro 

(Kantarjian et al., 1997). It was also discovered that interferon-ʰ όLCb-ʰύ ƘŀŘ ŀƴǘƛǘǳƳƻǳǊ ŦǳƴŎǘƛƻƴ 

in hairy cell leukaemia, melanoma, renal cell carcinoma (RCC), and other solid tumours in the 

ǎŀƳŜ ǇŜǊƛƻŘΦ LCbʰн ōŜŎŀƳŜ ǘƘŜ ŦƛǊǎǘ ƘǳƳŀƴ ƛƳƳǳƴƻǘƘŜǊŀǇŜǳǘƛŎ ŀǇǇǊƻǾŜŘ ōȅ ǘƘŜ C5! ŦƻǊ ŎŀƴŎer 

(Kantarjian et al., 1997). Meanwhile, IL-2 was described as a T-cell growth factor in 1976 and was 

subsequently approved by the FDA in 1998 for the treatment of metastatic melanoma (Kirkwood 

et al., 2012). 

The concept of cancer immune surveillance was proposed by Burnet and Thomas in 1970, he 

proposed that tumour antigens are recognized by the immune system and cause a cytotoxic 

response therefore protecting the host from developing cancer (Burnet, 1970). Three essential 

phases have been proposed in immune surveillance: elimination, equilibrium and escape, which 

ŀǊŜ ǊŜŦŜǊǊŜŘ ǘƻ ŀǎ ǘƘŜ ΨǘƘǊŜŜ 9ΩǎΩΦ ¢Ƙƛǎ ƛƴǾƻƭǾŜǎ ǘƘŜ ƛƴǘŜǊŀŎǘƛƻƴ ƻŦ ŀ ƴǳƳōŜǊ ƻŦ ƛƳƳǳƴŜ ŎŜƭƭǎ ŀƴŘ 

cytokines secreted by these cells which play a critical role in pursuing each of these phases (Dunn 

et al., 2004) (Figure 1.2.). 

 

 



28 

 

 

 

Figure 1.2. Cancer Immuno-editing. Elimination phase: antitumor effector cells and molecules are 
recruited to the place where tumour antigens are, and immune attack is stimulated. Equilibrium phase: 
Cancer cells, which can exceed the elimination phase, are prevented from growing by immunological 
mechanisms. Regulation of tumour immunogenicity occurs and immune selection pressure on tumour cells 
creates new tumour cell genetic variants. Escape phase: Variations in the balance phase allow this phase 
to pass. This phase, secretion of immune suppressor cytokines, recruitment of immune suppressor cells, 
tumour cell PD-L1 upregulation, and tumour cells are no longer recognized by immunity (Figure was 
created using Biorender and Adapted from (Tower et al., 2019)).  

 

 

 



29 

 

In the relationship between cancer and the immune system, the immune system acts bilaterally 

and can control / prohibit and shape/amplify cancer by immune- regulation. Tumour cells can 

initially be eliminated by immune cells like natural killer cells (NK cells) and T cells (TCs) and the 

increased release of pro-immune humoral factors (e.g. interferons) in the tumour 

microenvironment (Domschke et al., 2016). As the tumour progresses, it can change, immune 

selection produces tumour cell variants that lose major histocompatibility complex class I and II 

antigens and reduces the amounts of tumour antigens in the equilibrium phase despite the 

presence of an adaptive immune response. Furthermore, tumour-derived soluble factors help 

the tumour cells escape from immune surveillance, allowing progression and metastatic spread 

(Kim et al., 2007). Lƴ нлмм ŀ ǊŜǾƛŜǿ ōȅ IŀƴŀƘŀƴ ŀƴŘ ²ŜƛƴōŜǊƎ ǇǊƻǇƻǎŜŘ ǘƘŜ ƛŘŜŀ ƻŦ άŀǾƻƛŘƛƴƎ 

ƛƳƳǳƴŜ ŘŜǎǘǊǳŎǘƛƻƴέ ŀǎ ŀƴ ŜƳŜǊƎƛƴƎ ƘŀƭƭƳŀǊƪ ƻŦ ŎŀƴŎŜǊ (Hanahan and Weinberg, 2011) and in 

2022, avoiding immune destruction was included among the core hallmarks of cancer (Hanahan, 

2022).  

 

Figure 1.3. Historical advancement of cancer immunotherapy. (Figure was created using Biorender) 
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{ƛƴŎŜ .ǳǊƴŜǘ ŀƴŘ ¢ƘƻƳŀǎΩǎ ŎƻƴŎŜǇǘ ƻŦ ŎŀƴŎŜǊ immune surveillance the role of immune system in 

the process of cancer including prevention, advancement, and expansion has been extensively 

studied and in recent years immunotherapy has emerged a powerful method in the treatment of 

cancer (Chen and Mellman, 2013) (Figure 1.3.). It is now recognised that the immune system is 

able to recognise tumour antigens and respond by generating an antigen specific cytotoxic CD8+ 

T cell response (Boon et al., 1994). 

However, the antigen specific T cell response will eventually fail for two main reasons. Firstly, via 

the process of elimination of tumour cells that express antigens recognised by T cells (Figure 

1.2.), this process is called cancer immune editing (Mittal et al., 2014; Schreiber et al., 2011). 

Secondly the tumour microenvironment becomes hostile and immune suppressive, and the 

tumour cells secrete signals (e.g. via the production of immune-suppressive mediators such as 

inhibitory cytokines) that inhibit or block the activated anti-tumoral T cells, these are called 

immune checkpoint pathways (Baitsch et al., 2012; Chen and Mellman, 2013).  

Immunotherapy aims to enhance or restore the immune system's ability to fight diseases like 

cancer, and to do this successfully it needs to increase the quality or quantity of immune effector 

cells (e.g. cytotoxic T cells), expose additional protective tumour antigens (i.e. antigen spread), 

and/or inhibit cancer-induced immunosuppressive mechanisms (Shore, 2015). Notably, cancer 

immunotherapy has exploded in the last 15 years and is now used in addition to the more 

conventional cancer treatments like surgery, hormonal therapy, radiotherapy and chemotherapy 

for some cancer types (Liu et al., 2022; Rouzbahani et al., 2018).  Chemotherapy and radiotherapy 

are the fundamentals of cancer treatment, however because of the various limitations such as 

systemic toxicities, lack of specificity for malignant cells, recurrence of drug-resistant tumours, 

and the inability to target and treat micro-metastasis or subclinical disease, immunotherapy is an 

attractive alternative (Sanghera and Sanghera, 2019; Su et al., 2023). However, it is clear that 

multiple combination therapies are needed for cancer as single drug therapies are not sufficient 

and this is likely to be the case for immunotherapy too (Rouzbahani et al., 2018).  
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So far, cancer immunotherapy has involved the use of recombinant cytokines (e.g., IFN alpha) 

antibody therapies that bind to and inhibit the function of proteins expressed by cancer cells. An 

example of these are the checkpoint inhibitors (e.g., PD-L1, CTLA-4).  

Other cancer immunotherapies include vaccines and T cell infusions. The latter (adaptive T-cell 

therapy) based on chimeric antigen receptors (CARs) have provided advancement in 

immunotherapy with very promising results (Naran et al., 2018). The approach of CAR T cell 

therapy harnesses the method of genetically producing T cells with CARs in vitro and re-injecting 

the patient's CAR T cells which are intended to recognize tumour antigens (Liu et al., 2022; Shukla 

and Steinmetz, 2016). In a study by Schuster et al., 2017, autologous T cells that express a CD19-

directed CAR (CTL019) were used to treat 28 patients with diffuse large B-cell lymphoma (14 

patients) and follicular lymphoma (14 patients). They reported that a complete remission was 

observed in 6 of the first group and 10 of the second group and was able to maintain this response 

for an average of 28.6 months in 86% and 89% of these patients, respectively (Schuster et al., 

2017).  

In a study, researchers designed ICAM1-specific CAR-T cells to test antitumor activity on TNBC in 

vitro and in NSG mouse xenograft model bearing subcutaneous MDA-MB-231-luc tumour. Firstly, 

in vitro data showed effectively killing of ICAM1-positive TNBC cells and reducing tumour size in 

mice treated with ICAM1-specific CAR-T cells. Furthermore, the treated mice serum samples 

showed 3- to 16-fold increase in the concentration of cytokines (IL-2, IL-6, TNF-ʰΣ ŀƴŘ LCb-ʴύ ŀƴŘ 

considerable prolonged survival (Wei et al., 2020).  

A recent preclinical study designed a CaCO3 biomineralized silk fibroin hydrogel DC vaccine by 

embedding membrane proteins from murine mammary carcinoma 4T1 cell-DC fusion cells (FP) 

within the hydrogel. In vitro, they treated 4T1 cells with 4T1 cytomembrane protein (CP), DC 

cytomembrane protein (DP), and FP to assess cell viability, T cell activity, and macrophage 

polarisation. Compared to controls and groups receiving CP or DP, FP treatment promoted DC 

maturation with 1.5-fold higher IL-12 and TNF-ʰ ǎŜŎǊŜtion, and enhanced CTL activity (21.8% vs. 

19.2% and 20.8% in CP and DP groups).  
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Notably, FP-treated T cells exhibited lower viability (60.6% compared to 81.6% and 83.9% in CP 

and DP groups, respectively). FP treatment also impacted macrophage polarization, 

downregulating CD206 (M2 marker) and upregulating CD80 (M1 marker). This shift was 

accompanied by 1.7-fold and 2.8-fold increases in IL-12 and TNF-ʰΣ ǊŜǎǇŜŎǘƛǾŜƭȅΣ ŎƻƳǇŀǊŜŘ ǘƻ 

controls. In vivo, BALB/c mice transplanted with 4T1 cells and treated with FP displayed the most 

significant tumour inhibition. Deep tumour tissues showed elevated levels of apoptotic cells, 

CD4+ and CD8+ T cells, with FP-treated mice having the highest CD8+ population (15.3%) and 

enhanced IL-6 and IFN-ʴ ǎŜŎǊŜǘƛƻƴ ŎƻƳǇŀǊŜŘ ǘƻ /t ŀƴŘ 5t ƎǊƻǳǇǎΦ bƻǘŀōƭȅΣ Ct ǘǊŜŀǘƳŜƴǘ ŀƭǎƻ 

increased mature DC levels (20.9% vs. 12.9%, 16.5%, and 5.02% in CP, DP, and control groups, 

respectively). Compared to controls, M2 macrophages were reduced to a quarter, while M1 

macrophages were over 2.5 times higher. Importantly, two FP-treated mice showed no lung 

metastases, and others had minimal and localized nodules. No cancer cells were found in in the 

liver, kidney, spleen and heart in any group at the end of the study. These findings suggest that 

this novel immunotherapy effectively remodels the TME, hinders metastasis, and inhibits tumour 

growth (Huo et al., 2022). 

 

Checkpoint blockade therapies, on the other hand work by inhibiting pathways that keep the 

duration and strength of the immune system in check. The recent approval of two checkpoint 

blockade therapies targeting the receptors cytotoxic t-lymphocyte-associated protein 4 (CTLA-4) 

and programmed cell death protein 1 (PD-1) have come off the back of several successful clinical 

trials where treatment with checkpoint blockade inhibitors has resulted in striking T cell function 

restoration in melanoma, renal cell carcinoma and lung cancer (Shukla and Steinmetz, 2016). 

Checkpoint blockade therapies will be discussed in more detail in the next section. 
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1.2.2. Immune checkpoints 

 

The immune system maintains homeostasis by regulating immune cell activation, ensuring 

appropriate responses to both infection and cancer (Huang et al., 2019). This balanced state 

allows the immune system to ignore harmless self-antigens, a process known as immune 

tolerance, while effectively recognizing and eliminating harmful non-self-antigens (Pardoll, 

2012a). Various lymphoid and myeloid cell types contribute to this delicate balance, with T cells 

playing a crucial role in maintaining the finely tuned equilibrium between proinflammatory and 

anti-inflammatory responses (Marin-Acevedo et al., 2021).  

 

T cells identify self- versus non-self-molecules through a network of costimulatory and co-

inhibitory receptors, also known as immune checkpoints, that govern T cell activation 

(Karachaliou et al., 2015). Activation of T cells involve the engagement of T cell receptors (TCRs) 

with MHC molecules, the binding of costimulatory receptors to their ligands, and the receipt of 

cytokines from antigen-presenting cells (APCs). This activation pathway triggers feedback signals 

that induce co-inhibitory receptors, preventing excessive T cell activation and maintaining self-

tolerance (Huang et al., 2019). For instance, ligation of CD28 and ICOS promotes T cell activation, 

while CTLA-4, PD-1, and TIM-3 inhibit T cell activation (Karachaliou et al., 2015).  

 

However, genetic and epigenetic variations can disrupt this balance, contributing to autoimmune 

diseases and cancer. In cancer, co-stimulatory receptors regulating T cell activation are often not 

overexpressed, while co-inhibitory receptors regulating T cell inhibition are frequently 

upregulated, potentially compromising the anti-inflammatory response (Sakowska et al., 2022). 

To overcome immune tolerance to cancer and awaken the immune system, immune checkpoint 

inhibitor blockades are employed, specifically targeting CTLA-4, PD-1, BTLA, and TIM-3 (Table 

1.1.). These blockades have demonstrated FDA approval for the treatment of various cancers.  
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Table 1.1. List of approved ICIs by FDA (Wei et al., 2018) 

Disease IC blockade drug Target IC FDA approval year 

Melanoma  Ipilimumab  CTLA-4 2011  

Melanoma  Nivolumab  PD1 2014  

Melanoma  Pembrolizumab  PD1  2014  

Nonςsmall cell lung cancer  Nivolumab  PD1 2015  

Nonςsmall cell lung cancer  Pembrolizumab  PD1  2015  

Melanoma (BRAF wild type)  
Ipilimumab + 
nivolumab  

CTLA-4 and PD1  2015  

Melanoma (adjuvant)  Ipilimumab  CTLA-4 2015  

Renal cell carcinoma  Nivolumab  PD1  2015  

Hodgkin lymphoma  Nivolumab  PD1  2016  

Urothelial carcinoma  Atezolizumab  PD-L1  2016  

Head and neck squamous cell 
carcinoma  

Nivolumab  PD1 2016  

Head and neck squamous cell 
carcinoma  

Pembrolizumab  PD1  2016  

Melanoma (any BRAF status)  
Ipilimumab + 
nivolumab  

CTLA-4 and PD1   2016  
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Nonςsmall cell lung cancer  Atezolizumab  PD-L1 2016  

Hodgkin lymphoma  Pembrolizumab  PD1  2017  

Merkel cell carcinoma  Avelumab  PD-L1  2017  

Urothelial carcinoma  Avelumab  PD-L1 2017  

Urothelial carcinoma  Durvalumab  PD-L1  2017  

Urothelial carcinoma  Nivolumab  PD1  2017  

Urothelial carcinoma  Pembrolizumab  
PD1 

2017  

MSI-high or MMR-deficient solid 
tumors of any histology  

Pembrolizumab  
PD1 

2017  

MSI-high, MMR-deficient 
metastatic colorectal cancer  

Nivolumab  PD1  2017  

Pediatric melanoma  Ipilimumab  CTLA-4  2017  

Hepatocellular carcinoma  Nivolumab  PD1 2017  

Gastric and gastroesophageal 
carcinoma  

Pembrolizumab  PD1  2017  

Nonςsmall cell lung cancer  Durvalumab  PD-L1  2018  

Renal cell carcinoma  
Ipilimumab + 
nivolumab  

CTLA-4 and PD1    2018  
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CTLA-4, expressed on T cells, B cells, and monocyte-derived dendritic cells (Laurent et al., 2010), 

was the first immune checkpoint receptor studied in clinical trials as a potential downregulator 

of T cell activation (Berg and Zavazava, 2008). Several publications have demonstrated durable 

responses and prolonged overall survival (OS) in patients treated with CTLA-4 checkpoint 

blockade therapies (Lisi et al., 2022). The recent approval of two checkpoint blockade therapies 

targeting the receptors cytotoxic t-lymphocyte-associated protein 4 (CTLA-4) and programmed 

cell death protein 1 (PD-1) have come off the back of several successful clinical trials where 

treatment with checkpoint blockade inhibitors has resulted in striking T cell function restoration 

in melanoma, renal cell carcinoma and lung cancer(Shukla and Steinmetz, 2016). In a clinical 

study conducted by Topalian et al., 2014, Nivolumab an antibody targeting the receptors PD-1 

was administered to 107 patients with melanoma. The mean survival time of treated patients 

was 16.8 months longer with 31% of patients experiencing an objective tumour regression 

(Topalian et al., 2014). 

 

Whilst the number of approved immunotherapeutic drugs have increased over recent years a 

key challenge in their use is overcoming the serious immune-related adverse effects including 

pneumonitis, pancreatitis, and colitis, which are relatively infrequent but can limit therapeutic 

options for some patients (Riley et al., 2019). This has raised considerable worry for care 

providers and costs for health care. In a study with 915 patients who were given anti PD-L1, it 

was noted that pneumonitis developed in 43 patients from 9 days to 19,2 months and 5 of these 

patients died (Naidoo et al., 2017). Understanding how to manage or reduced these adverse 

effects is key to improving efficacy of these drugs. One way of overcoming such effects is by 

improving drug delivery systems through the use of advanced biomaterials like nanoparticles or 

cell delivery (e.g. T cells to deliver therapies) this could improve the potency of immunotherapies 

while reducing unwanted toxic side effects (Timin et al., 2018). 
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More research is needed into understanding toxicity to ICIs so these drugs can be given to 

patients safely. A better understanding of the immunosuppressive TME including neoantigens, 

epigenetic modifications and the microbiome is needed. Also new strategies to overcome or 

reverse these effects. Another consideration for the use of these drugs is overcoming resistance 

which is seen for conventional cancer treatments. 

 

The discovery of novel immune checkpoints like Tim-3 holds promise for expanding the 

immunotherapy arsenal and potentially reducing associated toxicities. Unlike CTLA-4 and PD-1, 

which are broadly expressed on activated T cells, Tim-3 expression appears limited to terminally 

differentiated T cells producing interferon-ƎŀƳƳŀ όLCbʴύΦ !ŘŘƛǘƛƻƴŀƭƭȅΣ ¢ƛƳ-3 expression in 

intratumoural regulatory T cells (Tregs) is more restricted compared to the widespread 

expression of CTLA-4 on Tregs (Wolf et al.,2020). This suggests Tim-3 targeting might have a more 

favourable safety profile compared to current immune checkpoint inhibitors (ICIs). Supporting 

this notion, studies have shown that CTLA-4 and PD-1 deficient mice develop spontaneous 

autoimmunity, whereas Tim-3 deficient mice remain healthy (Wolf et al.,2020). Furthermore, 

clinical trials with Tim-3 inhibitors, as discussed in section 1.2.6, indicate a well-tolerated safety 

profile. These findings, coupled with its specific expression pattern, make Tim-3 a compelling 

target for further investigation in this PhD project. 
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1.2.2. TIM-3 

1.2.3. Structure Of Tim-3  

 

T-Cell Immunoglobulin and mucin domain-3 (Tim-3) or hepatitis A virus cellular receptor 2 (HAVCR2) 

belongs to the TIM gene family (He et al., 2018) which consists of 8 members (TIM-1ς8) in the 

mouse genome and 3 members (TIM-1, TIM-3, and TIM-4) in the human genome (Z. Li et al., 2013). 

 

Figure 1.4. Human and mouse T cell immunoglobulin domain and mucin domain-3 (TIM-3) protein 

structures. TIM-3 consists of an N-terminal immunoglobulin (Ig) V domain followed by a mucin domain, 

transmembrane region, and a cytoplasmic region. The IgV and mucin domains contain O- and N-linked 

glycosylation sites (Jinushi and Yoneda, 2013). 
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As shown in Figure 1.4., Tim-3 is a type-I cell-surface glycoprotein and consists of signal peptides, 

extracellular Ig V domains, mucin-like and transmembrane domains with an intracellular 

cytoplasmic tail. Tim-3 was first identified by Monney at al. as selectively expressed on the 

surface of lymphocytes including CD4+T helper type 1 (Th1) and CD8+T cytotoxic type 1 (Tc1) 

cells (Monney et al., 2002a). Further work has now identified it presence on T cells, DCs, 

macrophages, NK cells, cancer stem cells  (Freeman et al., 2010; Gleason et al., 2012; Nagahara 

et al., 2008; Y. Zhang et al., 2012). Upregulated Tim-3 on NK cells lead to rising on perforin, 

granzyme B, IFN-ʴΣ ŀƴŘ ¢bC-  hproduction and when Tim-3 was cross-linked on NK cells this 

caused suppressed NK cell-mediated cytotoxicity(Jiang et al., 2022; Ndhlovu et al., 2012). 

Moreover, upregulation Tim-3 on NK cells were related to the stage of the disease and poor 

prognosis in human lung adenocarcinoma, advanced melanoma, and hepatitis B virus-related 

hepatocellular carcinoma (Da Silva et al., 2014; Xu et al., 2015; Yu et al., 2021). Tim-3 on 

phagocytic cells like DCs and macrophages mediates clearance of apoptotic cells and in the 

presence of anti-Tim-3 antibodies phagocytosis of apoptotic cells is inhibited, suggesting cross-

presentation of apoptotic material is associated with peripheral tolerance (Chiba et al., 2012; 

Nakayama et al., 2009). 

Tim-3 was shown to be incorporated in the regulation of macrophage activity and may take a role 

as an inhibitor of macrophage activation. One study showed that viral infection led to rapid Tim-

3 expression on macrophages and that blockade of the Tim-3 pathway led to a reduction in 

expression of the co-stimulatory molecule CD80 (Frisancho-Kiss et al., 2006). Furthermore, in 

other studies it was suggested that Tim-3 expression regulates the ability of macrophages to 

counter lipopolysaccharide induced pulmonary epithelial barrier dysfunction, this was assessed 

by monitoring cell monolayer permeability following co-culture of lipopolysaccharide (LPS) 

injured musculus lung epithelial cells (MLE 12) with M1 or M2 macrophages. Co-culture of LPS 

treated epithelial MLE 12 cells with M1-like macrophages diminished cell migration and furthered 

permeability, whereas co culture with M2 macrophages induced the opposite effect.  
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However, when they used Tim 3 small interfering RNA (siRNA) and anti-mouse Tim 3 antibody to 

both knockdown and block endogenous Tim 3, this removed the barrier protection supplied by 

M2 macrophages, highlighting a role for Tim 3 in maintaining macrophage M2 polarization which 

is important in the macrophage mediated barrier repair process (Zhang et al., 2011). 

 

1.2.4. Ligands and Roles  

 

Tim-3 binds to specific ligands depending on the cell types including galectin-9 (Gal-9), 

phosphatidylserine (PtdSer), high mobility group box-1 protein (HMGB1), and carcinoembryonic 

antigen-related cell adhesion molecule 1 (CEACAM-1), these are illustrated in Figure 1.5. 

 

 

Figure 1.5. T cell immunoglobulin and mucin domain 3 (Tim-3), its ligands, and signalling adaptor 

proteins. Four ligandsτnamely, galectin-9 (Gal-9), phosphatidylserine (PtdSer), high mobility group 

protein B1 (HMGB1), and carcinoembryonic antigen cell adhesion molecule 1 (Ceacam-1)τhave been 

identified to bind to the variable immunoglobulin (IgV) domain of TIM-3. (Du et al., 2017). 
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Galectin-9 and HMGB1 are soluble ligands, while Ceacam-1 and PtdSer belong to surface ligands. 

Galectin-9 specifically recognizes the structure of N-linked sugar chains in the Tim-3 IgV domain 

and also has the highest affinity as compared with interactions of the Tim-3 IgV domain and other 

galectins. Interaction between them may mediate effector T cell apoptosis (Zhu et al., 2005) and 

increased Tim-3-mediated IFN-ʴ ǇǊƻŘǳŎǘƛƻƴ ƛƴ bY ŎŜƭƭ (Gleason et al., 2012).  

In DCs, HMGB1 plays a critical role in the transport of nucleic acids into endosomal vesicles and 

Tim-3 binds to HMGB1 to block the transport of nucleic acids into endosomes, thereby 

suppressing pattern recognition receptor-mediated innate immune responses to tumour-derived 

nucleic acids (Chiba et al., 2012). Ceacam1-Tim-3 interaction is thought to inhibit effector T cell 

function and is required for maintaining T cell tolerance (Huang et al., 2015; Y. Zhang et al., 2017). 

Huang et al, show that Tim-3 is co-expressed and forms a heterodimer with CEACAM1. In a mouse 

adoptive transfer colitis model, CEACAM1-deficient T cells are highly inflammatory with marked 

a reduction of cell surface Tim-3 expression which is restored by T-cell-specific CEACAM1 

expression. This suggests that TIM-3 is required for its ability to mediate T-cell inhibition, and this 

interaction has a crucial role in regulating autoimmunity (Huang et al., 2015).  

Finally, PtdSer is established as a ligand for TIM-1 and TIM-4 receptors, exposed on the surfaces 

of apoptotic cells. However, recent studies identified TIM-3 as a receptor for PtdSer proteins and 

the interaction of PtdSer with Tim-3 has been shown to play a role in the phagocytosis of 

apoptotic bodies on fibroblastic (3T3) cells (DeKruyff et al., 2010). 
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1.2.5. Tim-3 function In Immune System  

 

Early studies suggested Tim-3 is involved in the induction of autoimmune diseases. A study by 

Monney et al., demonstrated that during the development of experimental autoimmune 

encephalomyelitis (EAE), a Th1-dependent autoimmune disease in mice, Tim-3 expression levels 

on CD4+ and CD8+ T cells, significantly increased. However, administration of Tim-3 antibodies 

resulted in disease progression and more severe clinical symptoms, and this was accompanied 

by an increase in the number of macrophages and their activation. Thus, in this study, Tim-3 

blocking has been shown to negatively regulate the immune response in autoimmune disease 

and suggested this may be via regulating macrophages (Monney et al., 2002a). These data 

provided the first indication that Tim-3 may function as a T cell inhibitory receptor.  

Furthermore, a study conducted to identify galectin-9 has reported that the interaction between 

Tim-3 and galectin-9 induces TH1 cell death and eliminates IFN- -ɹproducing TH1 cells. As a result, 

they suggested that the Tim-3ςgalectin-9 pathway may have evolved to control the population 

expansion and tolerance of T helper 1 cells in the immune compartment and to prevent 

prolonged inflammation in target tissues (Zhu et al., 2005).  

A further study in Tim-3-deficient mice treated with a fusion protein of both Tim-3 isoforms (Tim-

3ςIg) showed that it induced hyperproliferation of Th1 cells and release of Th1 cytokines ex vivo 

as well as abrogated tolerance induction (Sabatos et al., 2003a). These results suggested that the 

interaction of Tim-3 with Tim-3 ligand prevents effector T helper cells during a normal immune 

response and may be crucial for the induction of peripheral tolerance. 
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Figure 1.6. Role of T cell immunoglobulin domain and mucin domain-3 (Tim-3) in cancer 

immunosuppression. (A) Exhaustion of T cells by Tim-3 and programmed cell death protein 1 (PD-1). 

Tumour-infiltrating T cells secrete interferon-ʴ όLCbʴύ ǳǇƻƴ ōƛƴŘƛƴƎ ƻŦ ǘǳƳƻǳǊ ŀƴǘƛƎŜƴǎ ōȅ ¢ ŎŜƭƭ ǊŜŎŜǇǘƻǊǎ 

(TCR). However, Tim-3 and PD-1 are upregulated on tumour-infiltrating T cells upon chronic exposure to 

antigenic stimuli and interact with galectin-9 (Gal9) and programmed cell death 1 ligand 1 (PD-L1) 

expressed on tumours or tumour-infiltrating stromal cells. These interactions impair the effector activities 

of tumour-infiltrating T cells, leading to cancer immunosuppression. (B) Immunosuppression of dendritic 

cells (DCs) by TIM-3. TIM-3 expression on DCs is induced via stimulation by interleukin (IL) 10 and vascular 

endothelial growth factor A (VEGF-A), which are mainly secreted from tumour microenvironments (TMEs). 

Tim-3 on DCs binds high mobility group box 1 (HMGB1) from inflammatory TMEs, and negatively regulates 

the HMGB1-mediated recruitment of TMR-derived nucleic acids, thereby suppressing the innate immune 

systems. As a result, Tim-3 on DCs enables tumours to acquire immunosuppressive capabilities (Jinushi and 

Yoneda, 2013). 
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Recent studies have also identified that Tim-3 acts as a regulator of the dysfunctional or 

exhausted CD8+T-cell in advancement of chronic diseases, including chronic viral infections and 

cancer (Fourcade et al., 2010; Gleason et al., 2012; Golden-Mason et al., 2009; Jin et al., 2010; 

Sakuishi et al., 2010a). In a study conducted by Fourcade et al., melanoma patients who had 

received a melanoma vaccine led to the induction of tumour antigen-specific CD8+ T cell 

responses that could be detected ex vivo. Most of the vaccine-induced CD8+ T cells upregulated 

checkpoint inhibitor PD-1 and some also upregulated Tim-3 expression. Interestingly, inhibiting 

PD-1 and Tim-3 enhanced the expansion and cytokine production of vaccine-induced CD8+ T cells 

in vitro supporting the use of PD-1 and Tim-3 blockades with cancer vaccines to stimulate 

improved anti-tumour T cell responses and ultimately increase the chance of clinical responses 

in patients with advanced melanoma (Fourcade et al., 2010).  

Additionally, in a study that investigated the role of Tim-3 in HIV viral infection, 31 HIV infected, 

and 9 uninfected cases showed Tim-3 expression was up-regulated on HIV-1ςspecific CD8+ T 

cells. Tim-3ςexpressing T cells failed to produce cytokines or proliferate in response to antigen. 

Blocking the Tim-3 signalling pathway restored proliferation and enhanced cytokine production 

in HIV-1ςspecific T cells (Jones et al., 2008). 

A recent study also identified a correlation between Tim-3 on T cells with clinical-virological 

features in 320 treatment-naïve chronic hepatitis B (CHB) patients. Peripheral blood 

mononuclear cells (PBMCs) were isolated from fresh blood of patients using Ficoll density 

gradients and stained with markers for CD8 and CD4 T cells and Tim-3. They found that Tim-3 

positive T cells in these patients was linked to virology, liver inflammation and liver fibrosis, 

suggesting that Tim-3 may play an important role in the disease process and that Tim-3 should 

be considered in determination of antiviral treatment in the future (Gu et al., 2020). A limitation 

of this study is that they did not look at other inhibitory molecules, for example it would have 

been useful to also investigate PD1 or CTLA-4.  
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Interestingly, another study echoes these findings by demonstrating Tim-3 upregulation in CHB 

patients' serum, with correlations observed for the degree of inflammation and fibrosis. This 

further strengthens the notion of Tim-3 as a potential candidate for both therapeutic targeting 

and prognostic serum marker development in CHB (Wu et al., 2022).   

Collectively, these studies demonstrate that Tim-3 has an inhibitory role and is an immune check 

point receptor that should be considered when treating patients. 

 

1.2.6. Tim-3 in Cancer  

 

As mentioned above the past decade has been an explosion in the development of immune 

checkpoint inhibitors (ICIs) (Yi et al., 2018), chimeric antigen receptor T cell (Yu et al., 2017)and 

bispecific antibodies (Han et al., 2017). Despite some ICIs showing compelling clinical 

effectiveness in certain tumour types like melanoma, success in other cancers and also resistance 

in the majority of patients, needs to be overcome. As a result, the overall efficacy of immune 

checkpoint therapy remains unsatisfactory. Therefore, exploring additional immune checkpoint 

molecules is important and Tim-3 has been identified as a potential checkpoint target. In cancer 

patients, we know that TIM-3 is upregulated on tumour antigen-specific CD8+ T cells, CD8+ TIL 

and CD4+TIM-3+ TIL (Baitsch et al., 2011; Fourcade et al., 2010; Gao et al., 2012a).  

Tim-3 is also expressed on TAMs in a variety of tumours, including hepatocellular carcinoma, lung 

cancer, clear cell renal cell carcinoma, osteosarcoma, Langerhans cell sarcoma, and neoplasms 

derived from histiocytic and dendritic cells (Dannenmann et al., 2013; Han et al., 2016; J. Li et al., 

2013). In a study conducted by Sakuishi 3 cancer types were investigated in mouse models 

including CT26 colon carcinoma, 4T1 mammary adenocarcinoma and B16F10 melanoma. One of 

observations is that the CD8+ tumour infiltrating T lymphocyte (TIL) subsets that co-express the 

checkpoint inhibitors Tim-3 and PD-1 comprise the dominant T cell population (Ḑ50%) in 

tumours.  
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Moreover, they examined cytokine production of CD8+ TILs (IL-2, TNF, and IFN-ʴύ ŀƴŘ ŦƻǳƴŘ ǘƘŀǘ 

the Tim-3+PD-1+ TILs showed impairment in production of these cytokines compared with the 

Tim-3ҍt5-1+ TILs and Tim-3ҍt5-мҍ ¢L[ǎΦ CƛƴŀƭƭȅΣ ǘǊŜŀǘƳŜƴǘ ǿƛǘƘ ŀ ŎƻƳōƛƴŀǘƛƻƴ ƻŦ ŀƴǘƛςTim-3 and 

antiςPD-L1 antibodies was reported to effectively restore anti-tumour immune responses 

compared to the single treatments (Sakuishi et al., 2010a).  

A further study in non-small cell lung cancer (NSCLC) patients (n=51) found high Tim-3 expression 

on very little expression on T cells from patients' peripheral blood. Interestingly, they reported 

that approximately 70% of Tim-3+CD4+ TILs expressed forkhead box P3 (FOXP3) and about 60% 

of FOXP3+ TILs were TIM-3+. FOXP3 expression on CD4 T cells is associated with T regs. An 

increase in T regs in tumours and in the circulation of cancer patients has been linked to 

pathogenesis and cancer progression. In addition, they carried out mouse studies using the B16 

melanoma model, where they found that about 50% of the Foxp3+CD4+ TILs expressed Tim-3 

and these were mainly restricted to the tumours of the mice. Negligible levels of Tim-3 on CD4 T 

cells were identified in other organs like the spleen or lymph nodes regardless of expression of 

FoxP3. Thus, they suggested a new role of Tim-3 in the tumour microenvironment via its 

predominant expression in regulatory CD4+FoxP3 T cells in both human and mouse tumours (Gao 

et al., 2012a). 

Of interest to this PhD is also the role of Tim-3 in TAMs. Macrophages are the most well-

characterized type of tumour-infiltrating immune cell and TAMs are a subpopulation of 

macrophages in TME. In line with this, a study conducted by Yan et al., investigated the role of 

Tim-3 in TAMs in patients with HCC. They investigated Tim-3 expression on tumour infiltrating 

macrophages freshly isolated from surgically resected tumour tissue and also the adjacent tissues 

where no tumour was evident as well as the patieƴǘǎΩ monocytes in circulation. Tim-3 expression 

was highly expressed in both circulating monocytes and TAMs and this expression in 

monocytes/TAMs correlated with more aggressive tumours and poor patient survival in HCC. As 

a comparison they also investigated the effects of Tim-3 knockdown on macrophages in a BALB/c 

mouse model of HCC and in in vitro in cell lines. Tim-3 knockdown was carried out using a number 

of techniques including neutralising antibody, small interfering RNA or short hairpin RNA-

expressing lentivirus.  
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Tim-3 blockade in macrophages significantly reduced the alternative activation of macrophages 

and suppressed HCC tumour cell growth, both in vitro and in vivo. This suggest that Tim-3 plays 

an important role in the tumour microenvironment-induced activation and protumoural effects 

of TAMs in HCC and therapeutically blocking Tim-3 may offer an opportunity in HCC therapy (Yan 

et al., 2015).  

Furthermore, in a study by Cheng et al., of 42 sections from BC patients, Tim-3 staining was 

positive in 18 out of 42 sample when semi quantitative scoring was used based on the distribution 

and the intensity of immunohistochemistry staining. When they evaluated the high 

immunoreactivity of Tim-3, it was found to be significantly correlated with clinical stage and 

metastasis. In terms of overall survival (OS) at the end of the 5 years follow up period, 5 patients 

died in the Tim-3 positive group while only 1 in Tim-3 negative group, so the 5-year survival rate 

was 72.2% vs 95.8% respectively. In vitro studies were also performed and the presence of Tim-

3 protein in a number 3 breast cell lines was confirmed by western blotting. Tim-3 knockdown in 

siRNA transfected MCF-7 cells significantly inhibited cell proliferation while overexpression of 

Tim-3 following infection of MDA-MB-231 cells with a recombinant adenovirus vector containing 

a fragment of Tim-3 cDNA significantly promoted cell proliferation. Based on these data, they 

suggested that Tim-3 can play role in the proliferation, migration, and invasion of BC cells(Cheng 

et al., 2018). Further study in 3,992 BC specimens reported that TIM-3 immunohistochemical 

scoring of TIM-3+ intra-epithelial expression significantly improved BC-specific survival in early 

BC patients (Burugu et al., 2018).  

Like this study, 109 TNBC patients` TIL were evaluated by H&E staining and high TIM-3 expression 

showed significantly correlation with younger patients, high levels of TILs and tumour stage 

addition to significantly better disease-free survival and longer overall survival (Byun et al., 2018). 

Notably, 49 clinical trials of anti-Tim-3 antibody alone/combination therapy have been 

documented and 7 of these were completed όά{ŜŀǊŎƘ ƻŦΥ Tim-3 combination - List Results - 

/ƭƛƴƛŎŀƭ¢ǊƛŀƭǎΦƎƻǾΣέ ƴΦŘΦύ(Table 1.2.).  
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Table 1.2. Examples of Anti-Tim-3 mAbs alone or combination clinical trials in cancer (Cai et al., 2023). 

Clinical trial ID Phase Start date Status 
Cancer type 

(population, N) 

Interventions and 

Combination 
Target 

NCT05738980 
Not 

Applicable 
Feb 1, 2023 Recruiting HCC, N Ґ уу 

Auto-anti-TIM-3-

blocked RAK cells 
TIM-3 

NCT03489343 I 
May 24, 

2018 
Completed 

Advanced Solid 

Tumor or 

Lymphomas, N Ґ

нп 

Sym023 TIM-3 

NCT04623892 I 
Dec 01, 

2020 
Unknown 

Advanced Solid 

Tumors, N Ґ рл 
TQB2618 TIM-3 

NCT04823624 II Sep 2021 Unknown 
Lower Risk 

MDS, N Ґ нл 
MBG453 TIM-3 

NCT03652077 I 
Sep 24, 

2018 
Completed 

Select Advanced 

Malignancies, N

Ґ пл 

INCAGN02390 TIM-3 

NCT05020912 II 
Dec 13, 

2021 
Completed 

HR/vHR 

MDS, N Ґ нл 

a.Dпро Ҍ ŀȊŀŎȅǘƛ

ŘƛƴŜ Ҍ ǾŜƴŜǘƻŎƭŀȄ 
TIM-3 

NCT03946670 II Jun 4, 2019 
Active, not 

recruiting 

IM/H/VH-

MDS, N Ґ мнт 
a.Dпро Ҍ Ia!ǎ TIM-3 

NCT04623216 I/II 
Sep 14, 

2021 
Recruiting 

AML/AML 

aw5 Ҍ Ǉƻǎǘ-

aHSCT, N Ґ рф 

a.Dпро Ҍ !ȊŀŎƛǘƛ

dine 
TIM-3 

NCT04878432 II 
Mar 17, 

2022 
Recruiting 

IM/H/VH-

MDS, N Ґ фл 
a.Dпро Ҍ Ia! TIM-3 
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Clinical trial ID Phase Start date Status 
Cancer type 

(population, N) 

Interventions and 

Combination 
Target 

NCT04266301 III Jun 8, 2020 Active, not 

IM/H/VH-MDS, 

CMML-

2, N Ґ рол 

a.Dпро Ҍ !ȊŀŎƛǘƛ

dine 
TIM-3 

NCT04443751 I 
Sep 10, 

2020 
Recruiting 

R/R-AML, HR-

MDS, N Ґ пн 
SHR-1702 TIM-3 

NCT04150029 II Sep 1, 2020 recruiting ND-AML, N Ґ ус 
a.Dпро Ҍ Ia! Ҍ

Venetoclax 
TIM-3 

NCT04812548 II 
May 31, 

2021 

Not yet 

recruiting 
HR-MDS, N Ґ тс 

a.Dпро Ҍ Ia! Ҍ

Venetoclax 
TIM-3 

CTR20201781 III Aug 6, 2020 recruiting 
HR-MDS, CMML-

2, N Ґ млл 

a.Dпро Ҍ !ȊŀŎƛǘƛ

dine 
TIM-3 

NCT03680508 II 
Dec 19, 

2019 
Recruiting HCC, N Ґ пн TSR-лнн Ҍ ¢{w-042 

TIM-3, 

PD-1 

NCT03311412 I 
Nov 20, 

2017 
Completed 

Advanced Solid 

Tumor or 

Lymphomas, N Ґ

уф 

{ȅƳлно ҕ {ȅƳлнм 
TIM-3, 

PD-1 

NCT03099109 Ia/Ib 
Apr 12, 

2017 

Active, not 

recruiting 

advanced 

relapsed/refract

ory solid 

tumors, N Ґ нтр 

[¸оолллрп ҕ [¸оо

21367 

TIM-3, 

PD-L1 

NCT02608268 I-Ib/II 
Nov 23, 

2015 
Terminated 

Advanced 

Malignancies, N

Ґ нрн 

t5wллм ҕ a.Dпр

3 

TIM-3, 

PD-1 
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Clinical trial ID Phase Start date Status 
Cancer type 

(population, N) 

Interventions and 

Combination 
Target 

NCT02817633 I Jul 8, 2016 Recruiting 
Advanced Solid 

Tumors, N Ґ птр 
TSR-лпн ҕ ¢{w-022 

TIM-3, 

PD-1 

NCT04641871 I 
Oct 12, 

2020 

Active, not 

recruiting 

BTC, 

ESCC, N Ґ мпу 

{ȅƳлнм Ҍ {ȅƳлно

Ҍ ƛǊƛƴƻǘŜŎŀƴ 

TIM-3, 

PD-1 

NCT05645315 Ib 
Apr 28, 

2022 
Recruiting 

Advanced Solid 

Tumors, N Ґ мнт 

¢v.нсму Ҍ ¢v.нп

50 

TIM-3, 

PD-L1 

NCT05563480 II 
Oct 27, 

2022 
Recruiting R/M NPC, N Ґ фл 

¢v.нсму Ҍ tŜƴǇǳƭ

imab 

TIM-3, 

PD-1 

NCT03066648 Ib Jul 6, 2017 
Active, not 

recruiting 

AML/HR-

MDS, N Ґ нпм 

t5wллмҕ a.Dпро 

with HMA 

TIM-3, 

PD-1 

NCT05834543 Ib May 2023 
Not yet 

recruiting 

Advanced 

ESCC, N Ґ тр 

TQB2618 

Ҍ tŜƴǇǳƭƛƳŀō 

Ҍ /ƘŜƳƻǘƘŜǊŀǇȅ 

TIM-3, 

PD-1 

NCT05451407 I Aug 9, 2022 
Not yet 

recruiting 

Advanced 

Melanoma, N Ґ

50 

TQB2618 

Ҍ ¢ƻǊƛǇŀƭƛƳŀō 

TIM-3, 

PD-1 

NCT04139902 II 
Jun 12, 

2020 
Recruiting 

operable 

melanoma, N Ґ

56 

TSR-022 

ҕ ¢{w-042 

TIM-3, 

PD-1 

NCT05400876 Ib Jun 9, 2022 Recruiting 

R/R 

Lymphoma, N Ґ

92 

TQB2618 

Ҍ tŜƴǇǳƭƛƳŀō 

TIM-3, 

PD-1 
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Clinical trial ID Phase Start date Status 
Cancer type 

(population, N) 

Interventions and 

Combination 
Target 

NCT03940352 I 
Jun 24, 

2019 

Active, not 

recruiting 

AML, HR-

MDS, N Ґ рн 

MBG453 

Ҍ I5aнлм 

TIM-3, 

p53-

MDM2 

NCT05783921 I/II Mar 2023 
Not yet 

recruiting 

R/M-

HNSCCs, N Ґ сл 

TQB2618 

Ҍ tŜƴǇǳƭƛƳŀō 

Ҍ /ƘŜƳƻǘƘŜǊŀǇȅ 

TIM-3, 

PD-1 

NCT03961971 I 
Feb 18, 

2020 

Active, not 

recruiting 

Recurrent 

GBM, N Ґ мс 

MBG453 

Ҍ {ǇŀǊǘŀƭƛȊǳƳŀō 

Ҍ {ǘŜǊŜƻǘŀŎǘƛŎ 

radiosurgery SRS 

TIM-3, 

PD-1 

NCT05367401 I/II 
Dec 20, 

2024 

Not yet 

recruiting 

Unfit ND-

AML/HR-

MDS/R/R-

AML, N Ґ со 

MBG453 

Ҍ aŀƎǊƻƭƛƳŀō 

Ҍ !ȊŀŎƛǘƛŘƛƴŜ 

TIM-3, 

CD47 

NCT04370704 I/II Jul 27, 2020 Recruiting 
Melanoma, N Ґ

146 

INCAGN02385 

Lb/!Dbлнофл Ҍ L

NCMGA00012 

TIM-3, 

PD-1, 

LAG-3 

NCT04810611 I 
Jun 18, 

2021 
Recruiting LR-MDS, N Ґ фл 

MBG453 

ҕ bL{тфо 

ҕ /ŀƴŀƪƛƴǳƳŀō 

TIM-3, 

TGF-ʲΣ 

IL-м  ̡

NCT03744468 I/II 
Nov 13, 

2018 
Recruiting 

Advanced Solid 

Tumors, N Ґ ору 

BGB-A425 

Ҍ ¢ƛǎƭŜƭƛȊǳƳŀō 

Ҍ [.[-007 

TIM-3, 

PD-1, 

LAG-3 
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Clinical trial ID Phase Start date Status 
Cancer type 

(population, N) 

Interventions and 

Combination 
Target 

NCT04586244 II 
Jan 14, 

2022 
Recruiting 

Urothelial 

Carcinoma, N Ґ

45 

INCAGN02390 

Ҍ Lb/!Dbлноур 

Ҍ wŜǘƛŦŀƴƭƛƳŀō 

TIM-3, 

LAG-3, 

PD-1 

NCT05287113 II 
Nov 14, 

2022 
Recruiting 

PD-L1-Positive 

R/M-

HNSCCs, N Ґ мсн 

Retifanlimab 

Ҍ Lb/!Dbлноур 

Ҍ Lb/!Dbлнофл 

TIM-3, 

LAG-3, 

PD-1 

NCT03307785 I 
Oct 12, 

2017 

Active, not 

recruiting 

Advanced or 

Metastatic 

Cancer, N Ґ ру 

TSR-022 

Ҍ ¢{w-042 

Ҍ bƛǊŀǇŀǊƛō 

Ҍ /ƘŜƳƻǘƘŜǊŀǇȅ 

TIM-3, 

PD-L1, 

PARP1/

2 

NCT04810611 I 
Jun 18, 

2021 
Recruiting LR-MDS, N Ґ фл 

MBG453 

ҕ bL{тфо 

ҕ /ŀƴŀƪƛƴǳƳŀō 

TIM-3, 

TGF-ʲΣ 

IL-м  ̡

 

 

The NCT03652077/INCAGN02390 clinical trial enrolled 40 patients with locally advanced or 

metastatic breast (15%), lung (13%), and colorectal (10%) solid tumours that failed other 

available therapies. The study was completed and reported that the anti-TIM-3 antibodies were 

well-tolerated. όά9{ah /ƻƴƎǊŜǎǎ нлнн μ hƴŎƻƭƻƎȅtwhΣέ ƴΦŘΦύ.  
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Subsequently, a combination therapy of anti-Tim-3 (LY3321367) and anti-PD-1/-L1 (LY3300054) 

was conducted in 82 patients with Microsatellite InstabilityςHigh/Mismatch RepairςDeficient 

Tumours. The patients were divided into three groups: 40 who had not received prior anti-PD-

1/-L1 therapy for anti-PD-1/-L1 monotherapy, 20 who had not received prior anti-PD-1/-L1 

therapy for combination therapy with Tim-3, and 22 who had been treated with anti-PD-1/-L1 

and had relapsed for combination treatment. Monotherapy provided a 71% one-year overall 

survival rate, 60% disease control rate (DCR), and 33% objective response rate (ORR), while 

combination therapy yielded a 45% ORR, 70% DCR, and 64% one-year OS in those with no prior 

anti-PD-1/-L1 treatment. However, data from those treated with anti-PD-1/-L1 and relapsed 

reported poor anti-tumour response with a 4.5% ORR and 32% DCR. The 

monotherapy/combination treatment results in patients who had not received prior anti-PD-1/-

L1 therapy indicate considerable clinical activity, durable responses, and promising survival rates, 

even slightly more in the combination group. These results suggest further investigation into the 

role of TIM-3 in PD-1/PD-L1 inhibition-related primary and acquired resistance (Hollebecque et 

al., 2021).  

Overall, these clinical trials indicate a safety and well-tolerated profile of targeting TIM-3, 

promising improved immune activity. However there still needs to be a lot more investigation 

into understanding the mechanisms of the immune suppressive function of TIM-3 and this is also 

the case for understanding its role in BC and the different subtypes of this disease. So far many 

of these trials are phase I where patients have failed most treatments. It would be great to see 

more Tim-3 trials in patients at phase III or in patients who are not end of life or have not 

responded to other therapies so that efficacy studies can take place.  

In summary, ICIs have opened up new avenues for treating cancers with the possibility for 

durable response and extension of survival improving in some malignancies but not all. BC in 

particular has not benefited fully from ICIs, largely because of the cold TME. Potential therapeutic 

strategies to improve clinical benefit in BC are needed to overcome resistance to the potentially 

life saving drugs.  
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A compelling solution is offered by oncolytic viruses (OVs). This immunotherapy offers specific 

and effective targeting resulting in the destruction of cancer cells. OVs are superior relative to 

other immunotherapeutic approaches as they rely on its specificity against tumour cells and not 

healthy cells, therefore preventing many of the unwanted side effects seen with other cancer 

drugs. In addition, OVs are less dependent on specific receptor expression patterns and the 

resultant mutational or transcriptional resistance that may occur with other drugs (Howells et al., 

2017a). Importantly, OVs not only kill cancer cells they can also activate anti-tumour immunity 

and will be the focus of this PhD. 

 

1.3. Immunotherapy based on Oncolytic viruses  

 

Viruses have attracted attention in tumour destruction since the end of the 19th century when 

they were first recognised  (Kelly and Russell, 2007). It was noted that cancer patients suffering 

from viral infections (e.g. measles) led to tumour remission as early as the mid-1800s (before 

viruses were identified), but it was not until the mid-20th century, that attenuated viral strains 

could be used for cancer treatment (Reale et al., 2019).  

In early clinical studies human viruses such as hepatitis, Epstein-Barr, adenovirus and rabies 

yielded no clear data with regards to their use as oncolytics and none of them provided a solution 

to the problem of human infection with these viruses. On the one hand, animal viruses have been 

investigated which are both non-pathogenic and replicating however these showed poor results 

in human cancer cells (Sokolowski et al., 2015a). Safety concerns related to the virus and 

insufficient infrastructure for virus modification postponed the development of oncolytic 

virotherapy (Reale et al., 2019). Finally, the emergence of genetic engineering towards the end 

of the twentieth century enabled engineered forms of the viruses to be developed which are 

both attenuated types and also lacked some genes that are required to replicate in normal cells 

(Sokolowski et al., 2015a). Now OVs are selectively targeted, can kill cancer cells, and replicate 

without damaging normal tissue (Ma et al., 2018a) (Figure 1.7.). 
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Figure 1.7. Mechanisms of action OVs inducing anti-tumour immunity (Adapted from (Kaufman et al., 

2015)).  Oncolytic viruses directly kill tumour cells through immunogenic cell death, which results in the 

release of soluble tumour-associated antigens, viral pathogen-associated molecular patterns (PAMPs) and 

cell-derived damage-associated molecular patterns (DAMPs). These molecules recruit and activate 

immune cells (antigen presenting cells, CD8+ T cells, and natural killer (NK) cells). Viral-mediated release of 

type I interferons and chemokines results in increased levels of antigen processing and presentation factors, 

including the expression of MHC class I molecules, and in recruitment of tumour-specific CD8+ T cells. These 

cytotoxic CD8+ T lymphocytes (CTLs) recognize and kill tumour cells. 
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Furthermore, unlike other immunotherapies, which depend on the presence of a specific ligand 

and lack tumour specificity, OVs have neoplastic cell specificity and wide immune stimulatory 

tolerance. They owe these characteristics to their ability to utilise malignant signals and also using 

response of the host adaptive immune system, which can clearly discriminate between target 

and non-target cells (Raja et al., 2018a). Thanks to the specificity of OVs to tumour cells, the fact 

that they do not harm normal cells during the treatment process provides a significant advantage 

to this method (Howells et al., 2017b).  

OVs, on the other hand, can also facilitate the infection and killing of cells, which are not 

protected by the immune system, by aiming to exploit the tumour tolerogenic mechanism (Raja 

et al., 2018a). For example, E1 (early region 1) viral genes allow adenoviruses to proliferate in 

normal cells and provide specificity for mutation. The products of the E1a and E1b genes prohibit 

the apoptosis inhibiting p53 (tumour protein 53) and stop the cell cycle by inhibiting Rb 

(Retinoblastoma tumour suppressor). Adenoviruses that have mutations or deletion in these 

genes can often replicate by infecting tumour cells that do not have p53 and Rb function and can 

lead to response formation (Russell and Peng, 2007). 

Another advantageous property is that after lysing the tumour cells, they generate an immune 

response to both viral and tumour antigens. Thus, their ability to produce permanent immunity 

has created an exciting field of research in the fight against cancer. OV can also be modified to 

include genes for the purpose of enhancing the efficiency of administration, also numerous anti-

cancer genes such as rat cytochrome P450 (CYP2B1) (Chase et al., 1998), Granulocyte-

macrophage colony-stimulating factor (GM-CSF) (Malhotra et al., 2007) have been used. 

Therefore, OV are a valuable candidate for this purpose and a promising platform for treating 

cancer (Howells et al., 2017b). The last 20 years have been a period of intense interest in oncolytic 

virus-mediated cancer treatment, and with the continued study of new virus candidates, 157 

have been enrolled and 53 of which was completed in this field so far όά{ŜŀǊŎƘ ƻŦΥ hƴŎƻƭȅǘƛŎ ǾƛǊǳǎ 

| Completed Studies - List Results - /ƭƛƴƛŎŀƭ¢ǊƛŀƭǎΦƎƻǾΣέ ƴΦŘΦύ (Table 1.3.). 
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Table1.3. Some current and completed trials using OV (Adapted from (Carter et al., 2021; Goradel et al., 

2021; Raja et al., 2018b) . 

Virus Strain Tumour Phase 

 

 

 

 

Herpes SimplexVirus 

 

Talimogene Laherparepvec 

(T-Vec) 

Breast I/II 

Melanoma,Sarcoma II 

Pancreatic (PaC) I 

 

TBI-1401(HF10) 

Superficial Solid Tumours,PaC I 

Melanoma II 

G207 Glioma Ib/II 

 

HSV-1716 

Mesothelioma I/II 

Bone,Sarcomas,Neuroblastomas I 

OrienX010 Melanoma Ic 

OncoVEXGM-CSF metastatic solid tumours I 

ONCR-177 Melanoma and other solid tumours I 

OH2 Gastrointestinal tumoUrs and other 

solid tumours 

I/II 

RP1 Cutaneous squamous cell 

carcinoma 

I/IB 

RP2 Advanced Solid Tumour I 

 

 

 

 

 

 

Adenovirus 

LOAd703 Pancreatic I/II 

CG0070 Bladder II 

 

ColoAd1(Enadenotucirev) 

Colorectal, NSCLC, Bladder, and 

Renal Cell 

I 

Colorectal, Bladder, and Epithelial I/II 

Ovarian I 

 

ONCOS-102 

Advanced Solid Tumour I 

Melanoma I 

DNX-2401 Brain II 



58 

 

 

 

 

 

Adenovirus 

 

 

 

 

VCN-01 

Advanced Solid Tumours I 

Pancreatic I 

 

Ad-MAGEA3 

and MG1-MAGEA3 

NSCLC                    I/II 

Advanced Solid Tumours I/II 

NSC-CRAd-Survivin-pk7 Glioma I 

Ad5yCD/mutTKSR39rep-hIL12 Prostate I 

Ad5yCD/mutTKSR39repADP NSCLC I 

OBP-301 Solid tumours,Esophagel,HCC I 

AdVince Neuroendocrine tumours I/IIa 

EnAd Ovarian cancer I 

CGTG-102 Solid tumours I 

CGTG-602 Advanced metastatic tumours I 

Ad5-D24-GMCSF Advanced solid tumours I 

Ad5-RGD-D24, Ad5-RGD-D24-

GMCSF 

Solid tumours I 

ICOVIR-7 Advanced metastatic solid tumours I 

Telomelysin Solid tumours I 

ONYX-015 Advanced solid tumours I 
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Table 1.3. Continued 

 

Measles virus 

 

 

 

MV-NIS 

Breast and Head and Neck I 

Ovarian I/II 

Nerve Sheath I 

Mesothelioma I 

Multiple Myeloma I/II 

 

 

 

 

 

Vaccinia 

 

             

             GL-ONC1 

Advanced Solid Tumors I 

Head and Neck I 

Advanced Solid Tumors Ib 

Ovarian I 

 

PexastimogeneDevacirepvec 

(Pexa-Vec) 

Hepatocellular III 

Colorectal I/IIa 

Advanced Solid Tumors I 

Blue Cell I 

Melanoma, Lung, Renal Cell, Head 

and Neck 

I 

TG6002 
CNS cancers I/II 

JX-929/vvDD 
Advanced solid tumours I 

 

 

Reovirus 

 

 

 

 

REOLYSIN 

Colorectal I 

Bladder Ib 

Pancreatic Ib 

Multiple Myeloma I 

Plasma Cell Cytoma Ib 

Ovarian and Peritoneal II 

 

Coxsackievirus 

 

 CVA21(CAVATAK) 

Melanoma II 

NSCLC I 

Parvovirus H-1PV(ParvOryx) Glioblastoma Multiforme I/IIa 

Polio/Rhinovirus PVSRIPO Glioma I 
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VSV VSV-LCbʲ-NIS Solid tumours I 

Newcastle Disease 

Virus 

PV701 Advanced solid tumours I 

 

 

Although the number of viruses is more than 3000, not all of them have oncolytic potential.  The 

required properties that OV must have are non-pathogenicity, cancer cell specificity and killing, 

genetic modification e.g. for expression of attenuating or arming genes (Russell and Peng, 

2018a).  Most OV are modified for two purposes: enhance tumour tropism and reduce virulence 

for non-neoplastic host cells. Modifications may allow for the stimulation of a pro-inflammatory 

environment by accelerating antigen presentation, followed by resistance to the escape of 

malignant cells from immunity (Raja et al., 2018a). In the field of oncolytic virotherapy, the first 

successful phase III results were obtained with thalimogene laherparepvec (T-VEC) originating 

from the herpes simplex virus-type 1 (HSV). This has been approved by the FDA for the treatment 

of advanced metastatic melanoma in 2015 (Aurelian, 2016).  There are still large numbers of viral 

strains that are currently being studied for immuno-oncology and these are at different 

experimental stages, and so far, probably the best studied are herpes viruses, therefore it is no 

surprise that this is one of the first approved viruses for patient use. Although virus development 

studies are still ongoing, it is reported that at least 8 OV have progressed to phase I-II-III clinical 

trials as of 2016 and 78 clinical trials were documented for 2017 (Raja et al., 2018a). 
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1.4. Oncolytic viruses  

1.4.1. Adenoviruses 

Isolation of adenoviruses was first carried out in 1953 (Singh et al., 2012) and is one of the first 

viruses to be tested in patients (Lawler et al., 2017). Although there is limited efficacy in 

therapeutic single applications of adenoviruses, promising results have been seen with 

combinations with other treatments and genetic modifications of the adenovirus. The ability of 

these viruses to infect the various types of cells and their ability to be genetically modified makes 

them desirable in this field (Goldufsky et al., 2013).  

In 1996, the first genetically engineered adenovirus-derived oncolytic virus, ONYX-015, was 

introduced to clinical trials (Bischoff et al., 1996). As such, there was a deletion in the E1B gene 

for selective proliferation in p53-deprived cells, this was given the name H101. Subsequently, it 

was recorded as the first approved OV in the world and results obtained from phase III clinical 

trials using a combination of chemotherapy and H101 were very promising (Choi et al., 2016).  

In a study with the combination of H101 and transhepatic arterial chemoembolization (TACE) for 

unresectable hepatocellular carcinoma (HCC), 87 patients were given TACE and 88 patients were 

given TACE in combination with H101. In the combination groups: 25 patients demonstrated 

complete responses, 28 partial responses; stable disease in 23 patients and progression of 11 

patients' disease was reported. In the other group, complete response was in 13 patients, partial 

response was in 19 patients, stability was in 34 patients; progress was seen in 22 patients. It was 

also reported that there was a significant difference in overall survival (OS) and progress-free 

survival (PGS) values of these two groups. It was stated that there were 12.8 and 10.49 months 

for the combination group and 11.6 and 9.72 months for the other group, respectively (Lin et al., 

2015). H101 has been approved in China for the treatment of head and neck cancer (Old et al., 

2016).  

There are a number of clinical trials with oncolytic adenoviruses for the treatment of glioma, 

ovarian cancer, pancreatic cancer, prostate cancer and colorectal cancer (Singh et al., 2012) and 

also DNX-2401 (Lang et al., 2018), CG0070 (Packiam et al., 2018), and OBP-301 (Khan et al., 2019).  
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One of these, OBP-301 has been engineered so that the human telomerase reverse transcriptase 

(hTERT) promoter element drives expression of E1A and E1B genes linked with an internal 

ribosome entry site (IRES)(Watanabe et al., 2006)  in human prostate cancer cells (LNCaP, PC3, 

DU145). In mouse models they observed remarkable reduction in tumour size up until 20 days 

and also about a 50% reduction in tumour volume in the contralateral distant tumour on day 20 

in LNCaP (Huang et al., 2008). 

 

1.4.2. Vaccinia viruses 

 

Vaccinia viruses belong to the class of human pathogens and are associated with skin reactions 

like eczema. It has the characteristics of a large genome, dispensable genes, wide host range, 

cytoplasmic replication, and vector stability that enable it to be a good candidate OV (Goldufsky 

et al., 2013).  

PexaVec (JX-594) is an oncolytic vaccinia virus of the Wyeth vaccinia vaccine strain origin, which 

has been tested in more than 300 patients and various tumour types (Lawler et al., 2017). This 

virus expresses human granulocyte-macrophage colony-stimulating factor (GM-CSF) as well as 

the degraded/mutant thymidine kinase (TK) locus to enhance tumour specificity(Choi et al., 2016; 

Fountzilas et al., 2017). GMCSF is known to regulate the differentiation of granulocytes and 

monocytes, to stimulate the proliferation and function of antigen-presenting cells (APCs), and to 

enhance natural killer (NK) cell function (Grossardt et al., 2013). HSV-1 TK converts 

ŘŜƻȄȅǘƘȅƳƛŘƛƴŜ ǘƻ ŘŜƻȄȅǘƘȅƳƛŘƛƴŜ рΩ-phosphate (dTMP) and phosphorylates deoxycytidine and 

nucleoside analogues which is needed for viral DNA synthesis. TK deletion/mutation prevents 

replication of virus in nondividing cells (Peters and Rabkin, 2015). Pexavec phase I-II clinical 

studies have yielded an acceptable safety profile and overall well tolerated in hepatocellular 

carcinoma (Breitbach et al., 2015)  and colorectal cancer patients (Park et al., 2015).  
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Furthermore, GL-ONC1 (GLV-1h68) that expresses luciferin is an inactivated vaccinia virus (Buijs 

et al., 2015) and in a phase 1 study GL-ONC1 was administered into the peritoneal cavity of 9 

patients with advance peritoneal cancer. The virus was well tolerated and infected the tumour 

cells very well with efficient viral replication as well as tumour cell killing (Lauer et al., 2018). 

 

1.4.3. Reoviruses 

Reoviruses are viruses that can easily enter human cells (Lawler et al., 2017), have benign 

characteristics in humans, cause slight symptoms of respiratory and gastrointestinal disorders 

(Cripe et al., 2009), as well as naturally stimulate the innate and adaptive immune system (Lawler 

et al., 2017).These viruses are naturally oncolytic in their original form without being genetically 

modified (Cripe et al., 2009) and available efficacy data in various types of cancers has been 

demonstrated in preclinical and clinical studies (Goldufsky et al., 2013).  In a study, researchers 

reported that reovirus directly activates human DC, and that infected DC can in turn elicit NK and 

T cell-mediated innate anti-tumour activity (Errington et al., 2008).  

A study was conducted with Reolysin to treat 21 patients with metastatic melanoma. They 

reported that reovirus treatment was well tolerated and also observed progression-free survival 

of 45 days and a median overall survival of 168 days (Galanis et al., 2012). Reoviruses are 

commercially available and Reolysin was FDA approved in 2015 for use in the treatment of 

malignant glioma (Lawler et al., 2017). 
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1.4.4. Coxsackie viruses 

 

Human enteroviruses (HEVs) are small, nonenveloped RNA viruses that belong to the 

Picornaviridae family. There are 4 HEV species (HEV-A to -D) based on their molecular and 

antigenic properties (Fields et al., 2007). HEVs are linked to a number of diseases including mild 

upper respiratory tract infections to severe illnesses such as meningitis, encephalitis, myocarditis, 

acute flaccid paralysis, and hand-foot-and-mouth disease(Xiang et al., 2012).  

Oncolytic CVA21 is manufactured by Viralytics (Sydney, NSW, Australia) as CAVATAKϰ using the 

wild type of Kuykendall strain. It interacts with tumour cells via the intercellular adhesion 

molecule-1 (ICAM-1), receptor-based mechanism of attachment and cell internalisation. This 

receptor is overexpressed in many cancer cell types compared to non-cancer cells and is 

upregulated in melanoma, breast, colon, endometrial, head and neck, pancreatic, and lung 

cancers as well as in multiple myeloma and malignant glioma (Lin et al., 2018).  

 A number of clinical trials demonstrating the safety and efficacy of an oncolytic coxsackie virus 

called CAVATAK (CVA 21) have been documented in the UK and elsewhere for a number of 

different cancers (Choi et al., 2016). A phase I/II study in patients with non-muscle invasive 

bladder (NMIBC) cancer was carried out. Patients received neo-adjuvant CVA21 or low dose 

mitomycin-C prior to the routine surgical removal of the tumour. The combination of CVA21 with 

mitomycin-C was shown to increase expression of ICAM-1 on the cell surface thus enhancing the 

binding of the virus to cancer cells. All patients tolerated intravenous CVA21 treatment with viral 

replication and signs of viral-induced tumour inflammation in the analysed surgically removed 

tumours. The observed tumour targeting, and viral replication indicates the potential of local and 

systemic anti-tumour immunity with CVA21 (Pandha et al., 2016). 
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1.4.5. Newcastle Disease Viruses 

 

Newcastle disease viruses (NDV) belong to the class of bird viruses (Buijs et al., 2015) but do not 

have pathogenicity in humans (Buijs et al., 2015; Fountzilas et al., 2017). It has oncolytic ability in 

its original form(Lawler et al., 2017)and has also been studied in various human tumours cell lines 

and mouse tumour models (Fountzilas et al., 2017). Pre-clinical studies in mice, rats and humans 

have administered high doses of NDV, but no serious side effects were detected, and its use was 

reported as safe (Pecora et al., 2002). On the other hand, there is an environmental issue with 

NVD and the concern that it may affect bird species (Buijs et al., 2014).  

 

Early phase 1 studies in 79 advanced solid cancers patients demonstrated safety following 

intravenous administration of PV701. This virus exploits the IFN antiviral responses that is 

common in tumour cells. This results in a growth advantage but also lead to impaired antiviral 

defences, rendering cancer cells especially sensitive to infection by PV701. Progression-free 

survival ranged from 4 to 31 months, and it was suggested that PV701 warranted further study 

as an OV for cancer treatment (Pecora et al., 2002).  

 

1.4.6. Herpes Simplex Virus (HSV) 

 

This PhD thesis will involve working with HSV. This is an enveloped, double chain, neurotropic 

DNA virus belonging to the Alpha Herpesviridae subfamily of the Herpesviridae family (Sanchala 

et al., 2017). It has two subtypes: HSV-1 and HSV-2 (Sanchala et al., 2017) and it contains a 

genome of at least 120 kb that encodes 90 or more genes (Ma et al., 2018b). These genes can be 

grouped as essential or non-essential genes depending on their ability to replicate in tissue 

culture.  
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For instance, the essential genes are required for virus growth so viral mutants without these 

genes cannot replicate without the help of an engineered cell line. The non-essential genes are 

needed for host cell interaction with the virus, this includes genes that enable the escape of the 

virus from the immune system this is important for infection in vivo but these genes are not 

needed for growth in tissue culture medium (Manservigi et al., 2010). In the field of oncolytic 

viruses, HSV is attractive as a recombinant vector because: 

¶ HSV is very infectious. 

¶ I{± Ƙŀǎ ŀ ƭŀǊƎŜ ǊŜǇŜǊǘƻƛǊŜ ƻŦ ǊŜŎŜǇǘƻǊǎΣ I{Σ tL[wʰΣ I±9aΣ ŀƴŘ ƴŜŎǘƛƴ-1 and 2 which can 

be found on many cell types. 

¶ Ability to improve cancer cell targeting by modification of fusion glycoproteins in 

enveloped structure. 

¶ Potential to infect multiple types of cells as well as non-dividing cells. 

¶ The 90 known viral genes for nonessential growth in tissue culture can be removed to 

create genomic space for exogenous transgenes  

¶ Recombinant HSV vectors can be easily produced to high titres without wild type 

contaminants. 

 

HSV-1 is a neurotropic virus that consists of a number of important adaptations to the nervous 

system. Interestingly, these can be modified in the design of new gene therapy vectors which 

could have implications in neurological applications (Frampton et al., 2005). 

HSV-1 dsDNA arranged as long and short unique segments (UL and US) flanked by inverted 

repeated sequences (TRL/IRL and IRS/TRS, respectively). The repeated regions of the viral 

genome contain two immediate-early (IE) genes [infected cell protein (ICP) 4 and ICP0], a late (L) 

gene (ICP34.5) and the latency associated transcripts (LAT) that are each present in two copies 

(Manservigi et al., 2010) (Figure 1.8.). 
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Figure 1.8. Map of HSV-1 genome and some genes encoding protein. (Adapted from 

https://viralzone.expasy.org/5756) 

 

HSV-1 has been the most studied oncolytic virus and is classified into 3 groups depending on its 

functions: amplicons, conditionally replicating vector, and vector deprived replicating. The 

genome of several vectors has been constructed in which the IE genes, expressing ICP 0, 4, 22, 

27, and 47, have been deleted in various combinations (Krisky et al., 1998; Samaniego et al., 

1997). Subsequently, eliminating the pathogenicity inherent in the wild-type virus, has been  a  

major  goal  of  vector deprived replicating construction (Burton et al., 2002). Non-essential genes 

have been deleted in conditionally replicating viruses and still have the ability to infect, replicate, 

lyse tumour cells. The last vectors, amplicons are vectors intended to produce HSV-1-like particles 

and use bacterial plasmids to locate transgene frames and viral genes encoding production 

signals (Sanchala et al., 2017). 
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1.4.6.1. Position of HSV in oncolytic virotherapy 

 

The HSV-1 story began with the observation that HSV-dlspTK virus is capable of destroying human 

glioblastoma cells both in cell culture and in nude mice (Martuza et al., 1991). Detailed studies 

have been conducted with many strains of oHSVs such as JS-1, G207, 1716, OncoVEX, NV1020, 

ICмлΣ Dптɲ (Bommareddy et al., 2018). The first OV generated by genetic engineering technology 

was G207 (Mineta et al., 1995). Although studies of phase I clinical trials resulted in the virus 

being well tolerated even at high doses (Markert et al., 2009, 2000), it did not reach phase II 

because of lack clinical efficacy (Zhang, 2015)Φ Dптɲ ǿŀǎ ǎƘƻǿƴ ǘƻ ŜƴƘŀƴŎŜ ǘƘŜ ŀƴǘƛ-tumour 

efficacy with the additional safety characteristics of G207 (Fukuhara et al., 2005; Todo et al., 

2001)Φ Dптɲ ǎƘƻǿŜŘ ŜŦŦƛŎŀŎȅ ƛƴ ǎƻƳŜ ǎƻƭƛŘ ǘǳƳƻǳǊ ƳƻŘŜƭǎ ǘŜǎǘŜŘ ƛƴ ǾƛǾƻΣ ǎǳŎƘ ŀǎ ƘŜǇŀǘƻŎŜƭƭǳƭŀǊ 

carcinoma (J. Wang et al., 2014), schwannoma (Prabhakar et al., 2007), prostate cancer 

(Fukuhara et al., 2005), nasopharyngeal carcinoma (Wang et al., 2011).  

 

NV1020 was tested for liver metastasis from colorectal cancer in phase II trials and they reported 

that NV1020 stabilized liver metastases with minimal toxicity (Geevarghese et al., 2010). As 

mentioned above T-VEC originated from strain JS-1 and encodes human granulocyte-

macrophage colony stimulating factor (GM-CSF) (Kohlhapp and Kaufman, 2016). T-VEC appeared 

in 2003 and was approved by the FDA in 2015 (Conry et al., 2018). T-VEC is currently being 

investigated in a number of clinical trials in combination with inhibitors of immune checkpoints: 

like pembrolizumab and atezolizumab (Clinic et al., 2019). 34 such clinical trials have taken place 

and 4 of them were completed όά{ŜŀǊŎƘ ƻŦΥ ƘŜǊǇŜǎ ǎƛƳǇƭŜȄ ƻƴŎƻƭȅǘƛŎ ǾƛǊǳǎ - List Results - 

/ƭƛƴƛŎŀƭ¢ǊƛŀƭǎΦƎƻǾΣέ ƴΦŘΦύΦ  
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1.4.6.2. Genetic engineering of oHSVs 

 

The use of HSV as an OV can be accomplished by single viral gene deletion, multiple gene deletion 

approach, and also by modifications to the function of these genes (Sokolowski et al., 2015b) 

some of these oHSV-1 constructs are described below (Figure 1.9.).  Single gene deletions restrict 

HSV replication in dividing cells examples of this are: TK (thymidine kinase), UL39, and ICP 34.5 

(Manservigi et al., 2010). HSV-1s that have TK deleted restrict replication in non- dividing cells 

and have a safer profile than the original virus (Peters and Rabkin, 2015). HSV-1 Dlsptk is the first  

oncolytic form of TK  deleted HSV-1 and contains the mutation in the UL 23 gene encoding the 

TK gene (Ma et al., 2018b). A study with this virus reported that dlsptk selectively killed U87 

glioblastoma cells and increased the survival of in nude mice with intracranial U87 gliomas. 

Consequently, it validated the hypothesis that mutations in viral nucleotide metabolism could 

endow HSV-1 with tumour selectivity (Martuza et al., 1991). Another deletion is the UL39 gene 

which encodes ICP6 and is the subunit of the broad viral ribonucleotide reductase (RR) (Peters 

and Rabkin, 2015; Shen and Nemunaitis, 2006). The RR unit plays a role in viral replication in non-

dividing cells (Peters and Rabkin, 2015). ICP-eliminated recombinant HSV-1, hrR3, replication 

ability in normal cells is quite weak and effectively replicates in dividing cancer cells like tumour 

cells (Shen and Nemunaitis, 2006; Sokolowski et al., 2015b).   

Furthermore, the absence of ICP (infected cell protein) prevents normal cell damage and provides 

temperature sensitivity, hypersensitivity to DNA replication inhibitors and antiviral nucleoside 

analogs (Peters and Rabkin, 2015)Φ L/tопΦр ƛǎ ŜƴŎƻŘŜŘ ōȅ ǘƘŜ ʴопΦр ƎŜƴŜ ƭƻŎŀǘŜŘ ƛƴ ǘƘŜ ǊŜǇŜŀǘ 

long (RL) regions of the HSV-1 genome and is present in two copies (Kanai et al., 2016). This is an 

important neurovirulence gene central to counteracting many of the effector pathways of the 

IFN host response (Wilcox and Longnecker, 2016). R3616 HSV-1, in which both copies of this gene 

were deleted are known to be the most neurologically attenuated HSVs so less able to replicate 

in the brain but still able to replicate efficiently in tumour cells. ICP34.5 deleted HSV-1s are safe 

and demonstrate antitumor responses in human (Manservigi et al., 2010).  
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In the G207 strain both copies of the gamma 34.5 gene were deleted and the E.coli lacZ gene was 

inserted into the UL39 gene encoding ICP6 όά5ŜǇŀǊǘƳŜƴǘ ƻŦ bŜǳǊƻǎǳǊƎŜǊȅΣ ¢ƘŜ ¦ƴƛǾŜǊǎƛǘȅ ƻŦ 

¢ƻƪȅƻΣ ¢ƻƪȅƻΣ WŀǇŀƴΣέ нллуύ. The aim of this design was originally for peripheral nervous system 

tumours and brain tumours such as meningiomas, malignant gliomas (Lou, 2003). These 

regulations ensure the G207 strain had reduced neurovascular activity, heat sensitivity, 

replication competence in tumour cells, possess histochemical marker and infection can be 

controlled with TK-converted prodrugs (e.g ganciclovir) (Shen and Nemunaitis, 2006).  

Another multi-gene deletion product, NV1020 design was generated by plaque purification of a 

construct designated R7020. R7020 consisted of deletion of two regions of the HSV-1 strain, the 

internal repeat of the UL56 gene and a region from the UL24 gene (including the gene for TK) 

(Cadoz et al., 1992). The R7020 strain was still replication competent but not as pathogenic in 

animals. Because the endogenous TK gene was inactivated by deleting the UL24/TK region from 

HSV-1, a functional HSV-1 TK gene was inserted into the NV1020 virus genome. This allows the 

NV1020 infection to be stopped with prodrugs like acylclovir (Sokolowski et al., 2015b).  

NV1020 was evaluated for safety, pharmacokinetics and antitumor efficacy in a multicentre 

phase I/II study in patients with advanced metastatic colorectal cancer (mCRC) to the liver. The 

ǇƘŀǎŜ L ǇŀǘƛŜƴǘǎ ǿŜǊŜ ŦƛǊǎǘ ŀŘƳƛƴƛǎǘŜǊŜŘ ǿƛǘƘ о Ҏ мл6Σ м Ҏ мл7Σ о Ҏ мл7Σ ŀƴŘ м Ҏ мл8 plaque-forming 

units (PFU)/dose to determine the optimal biological dose for phase II. Phase I recruited 13 

patients and phase II recruited 19 patients. Mildςmoderate febrile reactions were noted after 

patients received each NV1020 infusion and grade 3/4 virus-related toxicity only occurred in in 2 

patients. After NV1020 treatment stable disease was noted in 50% of patients. The authors 

concluded that NV1020 was able to stabilise liver metastases with minimal toxicity (Geevarghese 

et al., 2010). 
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Figure 1.9. oHSV constructs already reported in the literature. 
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1.4.6.3. Armed oHSVs 

 

As mentioned above the use of OVs in the fight against cancer has accelerated with T-VEC 

(Kahramanian et al., 2019), however, new oHSVs armed with additional genes are being 

developed (Peters and Rabkin, 2015; Shen and Nemunaitis, 2006). These armed oHSVs have been 

engineered to increase tumour cytotoxicity, induce specific immune responses that change the 

tumour microenvironment and the addition of reporter genes within the virus enabled visual 

monitoring to determine distribution (Peters and Rabkin, 2015).  

 

1.4.6.3.1. Reporter Genes 

 

Being able to follow the oHSV application in vivo is made possible by adding reporter sequences. 

One of these is achieved by inserting the Escherichia coli LacZ gene into the ICP6 gene, this has 

ōŜŜƴ ŘƻƴŜ ƛƴ DнлтŀƴŘ Dптɲ ǿƘƛŎƘ ƛǎ ŀ оrd generation vector derived from G207. ̡ -galactosidase 

ό-̡gal) encoded by this gene breaks down X-gal substrate leading to a colour change that can be 

ǘǊŀŎƪŜŘΦ CƻǊ ŜȄŀƳǇƭŜΣ ǘƘŜ ŘƛǎǘǊƛōǳǘƛƻƴ ƻŦ Dптɲ Ƙŀǎ ōŜŜƴ ǎǳŎŎŜǎǎŦǳƭƭȅ ǘǊŀŎƪŜŘ ƛƴ ōǊŀƛƴ ǘǳƳƻǳǊǎ ƻŦ 

mice with metastatic BC following intracarotid arterial delivery of the virus using X-gal staining 

(Liu et al., 2005). It is also possible to assess distribution of the virus with reporter genes using 

bioluminescence or fluorescent imaging by inserting the luciferase or green fluorescent protein 

gene. In a study with NV1066 carrying a transgene for enhanced green fluorescent protein (GFP) 

in 110 types of cancer cells from 16 different primary organs was reported that using it revealed 

microscopic tumour deposits unrecognized by conventional laparoscopy/thoracoscopy 

(Adusumilli et al., 2006). 
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1.4.6.3.2. Cytotoxic Transgenes/Prodrug Conversion 

 

One of the methods to increase the effectiveness of oHSVs may be to equip HSV with transgenes, 

which will also provide toxicity to non-infected tumour cells. Developing HSV, which expresses 

prodrug-activating enzyme genes, is a common approach (Peters and Rabkin, 2015). These 

enzymes convert the inactive prodrug forms into an active form (Kahramanian et al., 2019). HSV-

1yCD and M012 are armed HSV-1s that express cytosine deaminase (CD), thus converting 5-

ƅǳƻǊƻŎȅǘƻǎƛƴŜ όр-FC) to 5-ƅǳƻǊƻǳǊŀŎƛƭ όр-FU) (Guffey et al., 2007; Nakamura et al., 2001). CD is 

an enzyme found in bacteria, fungi and viruses, but not in humans. The conversion of 5-FC to the 

highly toxic chemotherapy 5-fluorouracil (5-FU) causes RNA disruption and blocks DNA synthesis 

by covalently binding thymidylate synthetase. 5-FU is a potent radiosensitizer and has been used 

as a single agent or in combination with other drugs for the treatment of a variety of solid cancer 

including malignant glioma (Wilson and Osenblum, 1983). However, it has major limitations if 

delivered secondary to the toxic effects it causes. Therefore, using OV to deliver to express CD 

could overcome these problems. Guffey et al., produced a conditionally replication-competent 

HSV engineered to express CD so that after administration of the 5-FC prodrug 5-FU can be 

produced to kill malignant glioma cells. They reported that intratumoural administration of M012 

into glioma flank tumours in combination with 5-FC significantly reduced tumour growth (Guffey 

et al., 2007). 

Another example is rRp450 this contains rat cytochrome P450 (CYP2B1) so that 

cyclophosphamide (CPA) can be converted into the toxic phosphoramide mustard form 

(Kahramanian et al., 2019). In a study with rat hepatocellular carcinoma (HCC) (McA RH7777), 

human HCC (Hep-3B, Hep-G2, and SK-Hep), and mouse HCC (Hep 1-6) cell lines, it was reported 

that the rRp450 virus was oncolytic at MOI 0.1 whereas the human cell line SK-Hep needed a 

higher MOI 1-10. In addition, when ganciclovir and cyclophosphamide were given together 

cytotoxic effects were observed in all HCC cell lines, while reduced cytotoxicity was observed in 

combination with ganciclovir. The reason for the decrease is thought to be the prevention of viral 

and cellular DNA synthesis by ganciclovir (Pawlik et al., 2000).  
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In another oHSV-1 design, MGH2, UL39 and ICP34.5 genes have been deleted, and CYP2B1 and 

secreted human intestinal carboxylesterase (shiCE) have been inserted (Manservigi et al., 2010). 

Of the inserted genes, shiCE plays a role in activation of the topoisomerase 1 inhibitor Irinotecan, 

and MGH2 administration exhibited an increase in tumour cell death and chemo sensitisation, as 

well as viral replication in glioma cells (Tyminski et al., 2005). 

 

1.4.6.3.3. Immune Modulation of HSV 

 

There are also studies to equip oHSVs with various genes for immune modulation, including IL-

12, IL-15, IL-18, tumour necrosis factor alpha, fms-like tyrosine kinase 3 ligand (Sokolowski et al., 

2015b), IL-4, IL-10, GM-CSF, CD80 (B7.1) (Manservigi et al., 2010). According to the results of a 

study carried out with the R8306 and R8308 HSV vectors, where IL-4 and IL-10 were inserted and 

the ICP 34.5 gene was deleted; it was reported that R8306 administration significantly prolongs 

survival in mice with glioma and that R8308 administration prolongs mouse survival. In addition, 

these results for IL-4 were associated with striking infiltration of the tumour with macrophages, 

CD4 + and CD8 + T cells (Andreansky et al., 1998).  

IL-12 is known to induce Th1 pro-inflammatory antitumor immune response by directly affecting 

Natural Killer (NK) cells, NK T cells, and T effector cells (Kahramanian et al., 2019). The designs 

powered by IL-12 were studied in squamous cell carcinoma, metastatic prostate cancer; in 

glioblastoma and malignant peripheral nerve sheath tumours; in brain tumours, respectively 

ǳǎƛƴƎ b±млпнΣDптɲ-mIL12,M002 (Peters and Rabkin, 2015). Vectors expressing IL-12 showed 

significantly more antitumor activity than others, and also through tumour specific cytotoxic T-

lymphocytes stimulation and tumour angiogenesis inhibition (Shen and Nemunaitis, 2006). 

Another transgene used for immune regulation is human immunostimulant GMCSF. GMCSF has 

the ability to recruit dendritic cells and macrophages and to initiate their differentiation and 

functionality. Several HSV-1 studies encoding GMCSF were conducted, and some were also 

continued in clinical trials (Campadelli-Fiume et al., 2011).  
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In a study conducted by Liu, both copies of the ICP 34.5 gene and the ICP 47 gene were deleted, 

and GMCSF inserted, the strain JS1 was used. ICP34.5 deletion provides tumour-specific 

replication and expression of the US11 gene. This expression also increased tumour replication 

because it prevents PKR phosphorylation. ICP 47 deletion resulted in increased expression of 

class I MHC, as its presence inhibited antigen presentation. GMCSF insertion, together with the 

above effects, increase tumour shrinkage in a mouse lymphoma model and the virus provided 

protection against tumour cell challenge for at least 6 months (Liu et al., 2003). Moreover, this 

design, under the name OncoVex, showed good tolerance and significant biological effects in 

phase I breast, head & neck and melanoma solid tumours (Shen and Nemunaitis, 2006). Phase II 

showed promising results in unresectable malignant melanoma (Manservigi et al., 2010). Phase 

III studies were performed in 436 unresectable melanoma patients between 2009 and 2011 and 

a durable response lasting at least 6 months in 16.3% of patients. Subsequently, in 2015, US 

marketing approval was obtained for this virus (Russell and Peng, 2017). 

 

1.4.6.4. Tumour microenvironment Modulation by oHSV 

 

The tumour mass formed by the proliferation of cancer cells includes other cell types including 

cancer-associated fibroblasts (CAFs), vascular endothelial cells (ECs) and various resident or 

migratory immune cell subsets e.g. NKs, T cells, dendritic cells (DCs). The extra cellular matrix that 

attaches them together with these cells and establishes the organization network is called the 

tumour ecosystem or the tumour microenvironment (TME) (Achard et al., 2018). In the invasion 

and proliferation of tumours, regulatory T cells (Tregs), cancer-associated fibroblasts (CAFs) and 

dendritic cells (DCs) have been reported to play a role in disease progression. The most leaky cells 

from immune suppressor cells are tumour-associated macrophages (TAMs), tumour-associated 

neutrophils (TANs) and myeloid-derived suppressor cells (MDSCs). The data supporting the 

imperative role of TME in tumour formation, progression, metastasis, recurrence and drug 

resistance are increasing (Zhang et al., 2019). The majority of tumours exhibits a profile with weak 

lymphatic system, high collagen density, and wide interstitial pressure.  
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Poor blood flow causes a decrease in injection dosage, while dense matrix prevents the passage 

of large molecules. In addition, although the expression of angiogenic molecules is abundant, 

leakage, expansion; and random binding with a wide variety of abnormal structures are seen in 

the vascular system. OV that targets the TME have been developed. In study by Zhang et al., an 

ƻI{± ǿƛǘƘ ǘƘŜ ŀƴǘƛŀƴƎƛƻƎŜƴƛŎ ǇŜǇǘƛŘŜ ŀƴƎƛƻǎǘŀǘƛƴ ƛƴ ǘƘŜ L/t ƭƻŎǳǎ όDптɲ-mAngio) was tested in 

human U87 glioma athymic mice. It was observed that the intratumoral VEGF level reduced 

significantly during the first 3 days of treatment (W. Zhang et al., 2012).  

!ƴƻǘƘŜǊ I{± ǾŜŎǘƻǊ Ψw!a.hΩ ŜȄǇǊŜǎǎŜǎ ǾŀǎŎǳƭƻǎǘŀǘƛƴ ό±ǎǘŀǘмнлύ ǳƴŘŜǊ ǘƘŜ L9п κ р ǇǊƻƳƻǘŜǊΣ ŀƴŘ 

this molecule is the secreted extracellular fragment of the brain-specific angiogenesis inhibitor 1 

ό.!LмύΦ  Lƴ ŀŘŘƛǘƛƻƴΣ ōƻǘƘ ŎƻǇƛŜǎ ƻŦ ǘƘŜ ʴопΦр ƎŜƴŜǎ ŀǊŜ ŘŜƭŜǘed, and green fluorescent protein 

inserted at the UL39 locus. In a study, RAMBO was reported to inhibit endothelial cell migration 

and tube formation in vitro and in vivo it was reported to inhibit angiogenesis in glioma cells 

(Hardcastle et al., 2010). The same team improved the design of RAMBO 34.5ENVE (viral ICP34.5 

expressed by Nestin promotor and Vstat120 expressing) using rQnestin34.5. This OV design 

increased antitumour effects compared to RAMBO; both in vivo and invitro it was shown to 

improve glioma-specific killing and anti-angiogenesis effects (Yoo et al., 2012).  

Other antiangiogenic HSVs are HSV-endo expressing endostatin; T-TSP-1177 with 

thrombospondin-1 and matrix metalloproteinase (MMP) -ф ƛƴƘƛōƛǘƻǊΤ Dпт ǎƤǊŀ-PF4 with platelet 

factor-4. Chondroitinase ABC (Chase-ABC) is a bacterial enzyme type and increases interstitial 

diffusion without disrupting the extracellular matrix structure (Peters and Rabkin, 2015). OV-

expressing Chase-ABC (OV-Chase), driven by the HSV-1 IE4 / 5 promoter within the backbone of 

the double attenuated rHsvQ, was developed by Dmitrieva to find a solution to tackling the 

tumour extracellular matrix. In their study with this design, the migration of glioma cells did not 

increase, and longer average survival was detected. Consequently, they concluded that 

degradation of glioma extracellular matrix with OV-Chase enhanced OV spread and antitumor 

efficacy (Dmitrieva et al., 2011).  
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In an opposite approach, there is an example of working with the tissue inhibitors of MMPs 

(TIMP). This protein class inhibits MMP activity and in particular TIMP-3 is capable of inhibiting 

all known MMPs. They designed rQT3 oHSV expressing TIMP-3 using rHSVQ1 and reported an 

increase in antitumour activity and a decrease in tumour neovascularisation (Mahller et al., 

2008). 

1.4. Methods of delivery of OVs in the body  

 

One of the challenges of oncolytic virotherapy is the route of delivery and the challenge 

ŀǎǎƻŎƛŀǘŜŘ ǿƛǘƘ ǘƘƛǎΦ aŀƴȅ ƻŦ ǘƘŜ ǾƛǊǳǎŜǎ ǳǎŜŘ ŀǊŜ ƻƴŜΩǎ ƘǳƳŀƴǎ ƘŀǾŜ ōŜŜƴ ŜȄǇƻǎŜŘ ǘƻ 

throughout life, so the challenge is to prevent these from being sequestered by the mononuclear 

phagocytic system and thus cleared before they reach the tumour. The amount of virus set to 

infect tumour cells is determined by the effectiveness of the OV route of administration including 

inhalation, intrapleural, intraportal, limb perfusion, intracranial, intratumoural, intraperitoneal, 

and intravenous (IV) (Harrington et al., 2019) and there are positive aspects and limitations to 

achieve this (Maroun et al., 2017). However, most preferred are local (intratumoural/IT) or 

regional (such as intraperitoneal or intracranial) approaches (Harrington et al., 2019) and indeed 

the viruses that have been approved in patients are mainly via delivery directly into the tumour. 

This avoids the virus being neutralised by pre-existing antibodies or being cleared by the 

mononuclear phagocytic system. 

 

1.5.1. Intratumoural (IT) 

 

IT injection is a popular OV deliver approach with its ability to cope with some challenges in the 

process. Provides direct injection of the oncolytic virus into the tumour, eliminating systemic 

dilution in the blood, anti-target immunity and retention in non-targeted areas (Harrington et al., 

2019).  However, on the other hand, although IT provides a high concentration of OV exposure, 

it may not be able to reach metastases in distant regions due to the absence of secondary viremia 

(Harrington et al., 2019; Maroun et al., 2017).  
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Secondary viremia, after viral infection, offers spreading to remote areas. For instance, this 

method is utilised for T-Vec administration and regression of untreated lesions and failure to 

detect viremia suggests that it may be related to the immune system rather than oncolytic 

activity. Finally, it is easier to obtain the amount of viral concentration that will initiate the 

oncolytic process by the IT application, compared to IV (Maroun et al., 2017). 

 

1.5.2. Intravenous (IV) 

In the intravenous delivery method, OVs have access to not only the site of administration but 

also the surrounding metastases (Harrington et al., 2019; Maroun et al., 2017).  In addition to this 

aspect, it has become a clinically preferred method with its ease and reliability (Harrington et al., 

2019). Nevertheless, applications have resulted in limited achievements. This is because the virus 

is exposed to dilution in the blood, eliminated through neutralizing antibodies (nAbs), retained 

in non-targeted tissues, and unable to extravasate in tumour vessel networks (Harrington et al., 

2019; Maroun et al., 2017). IV administration requires a 1000-fold increase in concertation in 

order to achieve results seen with IT, but applying this concentration amount can induce 

toxicities, meanwhile difficulties also exist in producing this amount of virus. 

 

1.5.3. Other Delivery Methods 

Intraperitoneal virus application is directly injected with the tumour at the site of injection, which 

is similar to the IT method, with a higher risk of exposure to neutralization (Maroun et al., 2017).  

Intraperitoneal delivery can render possible the reaching of the virus to larger compartment and 

provide lower toxicity compared with the intravenous route. Thus, alike intravenous 

administration, it may present poor distribution and more rapid viral clearance (Harrington et al., 

2019). However, a study with hrR3 was compared ip and iv deliveries in immunocompetent mice 

bearing colon carcinoma peritoneal metastases. They reported that tumour burden was more 

effectively reduced and median survival was approximately twice following i.p. compared with 

i.v. administration (Kulu et al., 2009). 
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Another method belongs to the isolated limb perfusion surgical technique class and is used in the 

treatment of locally progressive or recurrent sarcomas. It uses high-pressure perfusion, relative 

hyperthermia and intra-arterial tumour necrosis factor administration to promote extravasation 

of the OV while allowing for recirculation (Harrington et al., 2019). A study with oncolytic vaccinia 

ǾƛǊǳǎ όD[±πмƘсуύ ƛƴ ŀƴ ŀƴƛƳŀƭ ƳƻŘŜƭ ƻŦ ŜȄǘǊŜƳƛǘȅ ǎƻŦǘ ǘƛǎǎǳŜ sarcoma, it was reported that virus 

was unable to prevent metastatic disease in our model. They mentioned that future work will be 

directed at combining oncolytic virotherapy with other immunomodulatory adjuvant therapies 

(Wilkinson et al., 2016).  

Additionally, a method is intracranial delivery for glioma, astrocytoma and neuroblastoma 

tumours, which attempts to cross the blood-brain barrier to allow injection of oncolytic virus into 

the tumour. For lung and liver tumours, however, aerosol delivery with dry powder and sprayed 

forms of viruses is possible. While ƛǘΩǎ ŀōƛƭƛǘȅ maintaining safety, stability and immunogenicity 

come to the fore, unpredictable satisfactory concentration, difficulties in formulating, and risk of 

systemic exposure are disadvantages of this method (Harrington et al., 2019). 

 

1.5. Clinical advancements and challenges of oncolytic virus in the clinic 

 

Rigvir was the first approved OV which does not have genetic modification and first registered in 

Latvia in 2004 for melanoma treatment ό5ƻƴƛƴŊ Ŝǘ ŀƭΦΣ нлмрŀύ. Rigvir is an OV belonging to 

the Picornaviridae family, Enterovirus genus, ECHO (Enteric Cytopathogenic Human Orphan) 

group, type 7(Alberts et al., 2018). In a retrospective study with Rigvir in79 substage IB, IIA, IIB 

and IIC melanoma patients. They reported that Rigvir administration after surgery; substage IIAς

IIC patients had a 4.39-fold lower mortality and substage IIBςIIC patients had a 6.57-fold lower 

mortality compared with the control group, and no reverse side effects ό5ƻƴƛƴŊ Ŝǘ ŀƭΦΣ нлмрōύ. 

Oncorine (formerly ONYX-015) was the first approved OV for clinical administration in China, as 

well as in the world as the first recombinant OV. It was approved for patients with head and neck 

cancer in combination with chemotherapy in 2005 (Liang, 2018). 

https://www.sciencedirect.com/topics/pharmacology-toxicology-and-pharmaceutical-science/picornaviridae
https://www.sciencedirect.com/topics/pharmacology-toxicology-and-pharmaceutical-science/enterovirus
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However, it is the only approved adenovirus for cancer therapy, and only when given in 

combination with chemotherapy (Russell and Peng, 2018b) .T-VEC is a recombinant human 

herpes simplex virus type 1 (HSV1) deleted for both copies of the HSV1 gamma34.5 and viral 

ICP47, which accelerates the expression of US11, and encodes 2 copies of GM-CSF (Liu et al., 

2003). It was approved for the treatment of non-resectable metastatic melanoma by the FDA in 

2015 and later in the EU for locally advanced or metastatic cutaneous melanoma (Russell and 

Peng, 2018b). Systemic administration of OVs is important for accessing hard to reach and 

metastatic tumours (Seymour and Fisher, 2016). Ensuring that OVs reach the targeted tumour 

without being affected by immune attack and other physiological barriers is necessary to make 

the treatment successful. Rapid neutralization can be encountered in the delivery process, with 

a non-specific binding to anti-viral cytokines, immunoglobulin M, macrophages and 

complements.  

Moreover, poor viral leakage from the tumour vascular network leads to reduced efficacy 

through immunity, which leads to reduced effectiveness (Ferguson et al., 2012; Marchini et al., 

2016).  In addition, other difficulties in terms of physical obstacles may be attributed to the 

passage of the endothelial tissue of injection, dense extracellular matrix, interstitial hypertension 

that reduces viral leakage, high permeability of tumour vessels, and abnormal forms of lymphatic 

networks. Because of these obstacles, it is not easy to be sure of the dosage that will provide the 

effective result reaching the tumour. Finally, solid tumours can secrete chemokines and cytokines 

such as interleukin (IL)-10, transforming growth factor b (TGF-b), and arginase-1. This causes 

suppression of the immune cell population and serves to recruit immunosuppressive cells, 

including T-regulatory cells, myeloid derived suppressor cells, tumour-associated macrophages 

(TAMs), tumour-associated fibroblasts, and neutrophils.  

Inhibitory signals and immune checkpoint receptors, such as PD-1, CTLA-4, TIM-3, and LAG-3, are 

upregulated in TILs, contributing to an immunosuppressive tumour environment. Moreover, the 

abnormal organization and structure of the tumour vasculature can disrupt blood supply. 

Localized hypoxia and low-pH microenvironment might inhibit tumour cell apoptosis, promote 

angiogenesis, upregulate tumour growth factors, and make tumour cells more resistant to 

standard therapeutic methods such as radiotherapy, cytotoxic drugs, and immunotherapy.  
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Therefore, the immunosuppressive tumour microenvironment (TME) can be a critical obstacle 

and prevents the virus from reaching, infiltrating and maintaining the target (Zheng et al., 2019). 

Taken together, Oncolytic viruses can reshape the immunosuppressive tumour 

microenvironment by increasing T cell infiltration and modulate checkpoint inhibitor expression, 

which may make tumours more sensitive to immune checkpoint inhibitors (ICIs) in cancer. 

Moreover, the combination of OVs and ICIs can be effective in treating patients presenting 

ƛƳƳǳƴƻƭƻƎƛŎŀƭƭȅ ΨŎƻƭŘȫ ¢a9 ǇǊƻŦƛƭŜΦ 

 

1.8. Conclusion 

 

Cancer immunotherapy has produced excellent results in the clinic in recent years. Yet despite 

the success of checkpoint inhibition strategies targeting CTLA-4 and PD-1 receptors, there a still 

many cancer patients that have not yet benefited from this novel approach. As described above 

Tim-3 has been shown to mediate immune tolerance in mouse models of infectious diseases, 

autoimmune diseases and in cancer. Thus, targeting Tim-3 is now becoming a promising 

approach for cancer immunotherapy. Tim-3 inhibitors are currently being developed such as 

MBG453 (NCT02608268), LY3321367 (NCT03099109), TSR-022 (NCT02817633) and these are 

currently being tested in advanced cancers in phase I or II clinical trials. For example, MBG453 is 

a high-affinity, humanised, anti-Tim-3 IgG4 antibody being developed for treatment of patients 

with myelodysplastic syndrome (hr-mds) and acute myeloid leukemia (AML) (Brunner et al., 

2020). Since Tim-3 is expressed on immune cells as well as leukemic stem cells and blasts, but 

not on normal hematopoietic stem cells, this makes it a promising target in MDS/AML. Although 

still in its early phase this antibody in combination with standard therapies for these diseases 

including decitabine (Dec) or azacitidine (Aza) was safe and well tolerated with encouraging 

response rates and emerging durability. So far, these clinical studies have been used in 

combination with chemotherapies or with anti- PD-1/L1 mAbs and early data have shown that 

this combination is broadly safe and well tolerated. The aim of this PhD is targeting the immune 

ŎƘŜŎƪǇƻƛƴǘ ΨTim-3Ω ƛƴ ŎƻƳōƛƴŀǘƛƻƴ ǿƛǘƘ h±ǎ. 
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1.9. Hypothesis and aims 

 

¢ƘŜ ƻǾŜǊŀƭƭ ƘȅǇƻǘƘŜǎƛǎ ƻŦ ǘƘƛǎ ǇǊƻƧŜŎǘ ƛǎ ǘƘŀǘ ǘƘŜ ƛƳƳǳƴŜ ŎƘŜŎƪǇƻƛƴǘ ΨTim-3Ω ƛƴ ŎƻƳōƛƴŀǘƛƻƴ ǿƛǘƘ 

OVs will induce anti-tumour immunity in BC by releasing the brake on immune checkpoints.  

Specific Aims of the project are: 

1. To determine Tim-3 expression on immune cells and human and mouse BC cancer cells 

and patient derived-tissue (Chapter 3). 

2. To assess the effects of combining anti-Tim-3 with OV in BC cell lines including cancer 

hallmarks e.g invasion and metastasis in vitro (Chapter 4). 

3. To administer anti-Tim-3 with OV therapy in mouse mammary carcinoma models to 

evaluate the impacts on survival, tumour growth, tumour necrosis, organ metastasis and 

anti-tumour immunity (Chapter 5). 

 

Together this will provide an opportunity to reprogramme the TME to be more immunogenic 

(hot) in BC and if successful pave the way for this treatment combination in this patient group. 
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CHAPTER 2  

MATERIALS AND METHODS  
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2.1 Materials   

 

       Table 2.1. List of Reagents 

Reagents  Supplier  Location  

4 mM L-Glutamine (200mm in 

0.85% sodium chloride solution) 

Lonzo, BioWhittaker Ltd  Wokingham, UK 

Agarose  Sigma-Aldrich  Suffolk, UK 

Alamar Blue  Thermo Fisher Scientific  Loughborough, UK 

Bovine serum albumin (1%)  Sigma-Aldrich  Suffolk, UK 

Crystal Violet (0.5%)  Sigma-Aldrich  Suffolk, UK 

Dimethyl sulfoxide  Sigma-Aldrich  Suffolk, UK 

Dulbecco's Modified Eagle Medium  Gibco  Loughborough, UK 

Dulbecco's Modified Eagle Medium 

F-12 

Gibco  Loughborough, UK 

Eosin stain  Sigma-Aldrich  Suffolk, UK 

Foetal Bovine Serum (10%)  Biosera  East Sussex, UK 

Formaldehyde or   

paraformaldehyde (4%) 

Merk Millipore  Hertfordshire, UK 

Haematoxylin stain  Sigma-Aldrich  Suffolk, UK 

HSV1716  Virttu  Glasgow, UK 
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HSV1716-GFP  Virttu  Glasgow, UK 

Isoflurane  Teva UK Ltd  Castleford, UK 

Matrigel Matrix  Sigma-Aldrich  Suffolk, UK 

OCT Compound  Agar Scientific  Essex, UK 

Penicillin Streptomycin (1%)  Lonzo, BioWhittaker Ltd  Wokingham, UK 

Phosphate buffered saline  Lonzo, BioWhittaker Ltd  Wokingham, UK 

Propan-2-ol  Merk Millipore  Hertfordshire, UK 

Roswell Park Memorial Institute 

medium 

Gibco  Loughborough, UK 

Sodium dodecyl sulphate (2%)  Sigma-Aldrich  Suffolk, UK 

Sodium dodecyl sulphate solution 

(2%) 

VWR  Atlanta, USA 

Trypan Blue (0.4%)  Sigma-Aldrich  Suffolk, UK 

Trypsin/EDTA  Lonzo, BioWhittaker Ltd  Wokingham, UK 

Xylene  Sigma-Aldrich  Suffolk, UK 
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2.2 Methods  

 

2.2.1. Cell Culture  

 

2.2.1.1. Preparation of cells 

 

Cell culture medium, Dulbecco's Modified Eagle Medium (DMEM), and DMEM IŀƳΩǎ C-12 or 

RPMI 1640 containing 2 mM glutamine were both supplemented with 10% Foetal Bovine Serum 

(FBS) and 1%100 IU/mL Penicillin and 100ug/mL Streptomycin (PS).  

 

2.2.1.2. Culturing of human and mouse BC cells 

 

BC MDA MB-231, MCF-7, 4T-1 and E0771 cell lines were cultured in DMEM complete medium 

while SKBR-3 cell line was cultured in RPMI complete medium in a humidified atmosphere of 5% 

CO2 (Heraeus incubator, Loughborough, UK) at 37°C. The cells were exposed to trypsin (0.05%) 

for passaging once they had   reached ~80-90% cell confluency. (Table 2.2.) 
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       Table 2.2. List of Cell lines 

Cell line Cell type Origin 

MCF-7 ER+ human breast cancer The cells were isolated from a 69-year-old 
woman's pleural effusion who had metastatic 
illness. ATCC (Middlesex, UK) 

MDA-MB-231   

cells 

Triple negative human   

breast cancer  

Derived from a 51-year-old Caucasian female 
and obtained directly from a metastatic location 
by multiple infusion at ATCC (Middlesex, UK). 

SK-BR-3 cells  Human metastatic breast 
cancer (HER2+)  

Derived from a 43-year-old White, Caucasian 
female was obtained directly from the 
metastatic location by multiple infusion. The 
patient had previously been treated with 
radiation, steroids, cytoxan, and 5-fluorouracil 
from ATCC (Middlesex, UK). 

4T1 cells  Triple negative mouse 
breast cancer  

They were obtained from a mouse model with 
features similar to stage IV human breast 
cancer. ATCC (Middlesex, UK). 

E0771 (parental)  ER+, PR+,HER2- This cell line, syngeneic in nature, originates from 

the spontaneous development of breast cancer in 

C57BL/6 mice. 

Vero cells  Healthy monkey kidney 
cells  

Derived from the kidney tissue of an 
African green monkey, extensively 
employed in mammalian tissue culture. 
Kindly presented by Virttu Biologics Ltd 
(Glasgow, Scotland). 
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2.2.1.3. Vero cells  

 

Vero is a kidney cell line derived from a healthy adult African Green monkey. These cells exhibit 

remarkably receptive features in case of infection and replication with viruses such as reovirus 

and HSV-1. This cell line is commonly used for oncolytic HSV-1 expansion in vitro. HSV-1 does not 

have the essential replication genes, such as RL1, which are provided by the cell line (Carew et 

al., 2001; Nakamori et al., 2003; Leddon et al., 2015). Vero cells were cultured to 80% confluency 

with DMEM/F-12 complete medium and passaged when required. 

 

2.2.1.4. Cell counting  

 

Detached cells from culture flasks were transferred to a benchtop centrifuge (SANYO, London, 

UK) and centrifuged at 179 g for 5 minutes. For re-suspension, pellets were diluted in ratios of 

1:10 or 1:100 mixed with trypan blue exclusion dye (0.4%) following by placement into a counting 

slide. The amount of live cells/mL was calculated with an automated cell counter, T20TM (Bio-

Rad, Hertfordshire, UK). 

 

2.2.1.5. Freezing down cells 
 

Counted cells based on protocol 2.2.1.4 were re-suspended in freezing medium containing 90% 

FBS +10% Dimethyl sulfoxide at a concentration of 2 million cells/ml. Cells were aliquoted at 1ml 

per cryotubes in a NALGENE cryo 1 freezing container (Thermo Fisher Scientific Inc, 

Loughborough, UK) filled with propan-2-ol and stored at -80°C until the following day. Cryotubes 

were retrieved and for long term storage placed in liquid nitrogen.  
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2.2.1.6. Cell cultivation  

 

Cells were cultured in T75 Tissue culture flasks. Upon reaching 70-80% confluency MCF-7 and 

MDA-MB-231 cells were plated into 96 well plates at the optimum density (Table 2.3.) and 

incubated for a further 2 days. For plaque assays Vero cells were plated into 12 well plates and 

incubated for 24 h before carrying out experiments.  

Table 2.3. Cell lines and their optimal seeding densities 

Cell line Seeding density Plate size 

MDA-MB-231 
3.2 x 103 όǇŜǊ млл ˃[ύ 

  

96 well plate 

  

MCF-7 
3.2 x 103 όǇŜǊ млл ˃[ύ 

 

96 well plate 

  

SKBR-3 
3.2 x 103 όǇŜǊ млл ˃[ύ 

 

96 well plate 

  

Vero 
2.0 x 105 (per 1 mL) 

 

12 well plate 

  

 

2.2.2. Propagation and purification of HSV1 virus  

For virus propagation Vero cells were transferred into larger T175 flasks and grown to 70% 

confluency before infecting with the HSV1 at a multiplicity of infection (MOI) of 0.01-0.05. 

Infected cells were incubated for 72-96 hours until most have lifted of the wells. Following that, 

entire infected supernatant in the T175 flasks or 50 ml cryo PP tubes were moved to -80oC freezer 

overnight. After thawing, the cells were centrifuged in 50 ml falcon tubes at 1613 g to remove 

cell debris and then supernatants were next transferred to fresh 50 ml falcon tubes. These 

supernatants were centrifuged at 18000 g for 2 hours.  



90 

 

Meanwhile, buffer was prepared to resuspend in DPBS containing 10% glycerol. After 

centrifugation 3-5 ml DPBS containing 10% glycerol buffer was added to each falcon and then 

transferred to -80 oC freezer in cryovials (Protocol from Joe Connor, from Virtuu Biologics). 

 

2.2.2.1. Plaque assay  

 

Vero cells (2x10^5 per well) were seeded into 12 well plate in 1ml of cell culture medium and 

incubated overnight to reach confluency. To determine the viral concentration, HSV-1716, HSV 

E17 RL1del7, and V17RL1del2 were defrosted on ice and were diluted serially in PBS. Diluted virus 

(0.1ml) was distributed dropwise to ensure the whole monolayer was covered, then incubated 

for a period of 2 hours. Next, the viral inoculum was removed, and the agarose overlay was 

prepared. This is consisted of a sterile solution of 4% agarose in distilled which was autoclaved at 

120oC for 20 minutes. Medium following equilibration in a water bath at 65oC was added to make 

up a 1:10 dilution of agarose:medium. Following which 2 ml of this agarose/medium mixture was 

added to each well. Mixture was waited for agar solidifying in 15 minutes at room temperature 

and after that incubation at 37oC for a further 72 hours. For fixation, 37% PFA was diluted to 4% 

in DPBS to the cells in a volume of 1 ml and incubated for an hour. Fixation was terminated by 

removing agarose plugs and washing with PBS. For staining, crystal violet solution was added in 

a volume of 1ml and after 5 minutes, rinsed with cold tap water and dried with a paper towel. 

The number of plaques were counted per well and viral titre was determined as described by 

Baer and Kehn-Hall (Baer and Kehn-Hall, 2014). 

The formula is: 

Number of white circle/ (well dilution factor*added virus volume(ml)) = X pfu/ml 
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2.2.3. Cell viability assay using Alamar blue  

 

Alamar blue is a commercial assay for assessing cell death and is none toxic to cells, which was 

used to determine the cytotoxic effects of HSV-1716, HSV E17 RL1 del7, and HSV V17 RL1 del2 on 

BC cell lines. This assay based on resazurin which is dissolved in water and a highly fluorescent 

compound. Moreover, resorufin entry to cell causes to reduction of this compound. Thus, 

through the incubation viable cells will continuously convert resazurin into resorufin, resulting in 

a greater fluorescent intensity (Rampersad, 2012).  

Firstly, in this assay, cells were seeded into 96 well plates and were treated with OV (HSV-1716 

or HSV E17 RL1 del7 or HSV V17 RL1 del2) next day. Alamar blue reagent was pipetted into each 

ǿŜƭƭ ƛƴ ŀ ǾƻƭǳƳŜ ƻŦ мл˃ƭ όмл҈ύ ŀƴŘ ƛƴŎǳōŀǘŜŘ ŦƻǊ п ƘƻǳǊǎ όм-4 hours is the sufficient time scale to 

convert the resazurin into resorufin) which were applied at 1st,2nd,5th, and 7th post infection days 

The cells were analysed on a fluorescent plate reader at excitation peak 570nm and emission 

peak 585nm. After removing rŜŀƎŜƴǘ ŀƴŘ ǿŀǎƘƛƴƎ ǿƛǘƘ t.{Σ млл˃ƭ ƻŦ ŎƻƳǇƭŜǘŜ ƳŜŘƛǳƳ ǿŀǎ 

added. This plate can be used at every post infection day. The aim of this time scale was to assess 

the acute effects of HSV-1716, HSV E17 RL1 del7, and HSV V17 RL1 del2, and its ability to self-

replicate overtime without repeat administration. Viruses were gradually thawed on ice and 

administered to plates for infection using a serial dilution of multiplicity of infection (MOI 30, 10, 

3, 1, 0.3, 0.1 and 0.03). The following calculation was used to determine the correct volume of 

stock virus (1x10^8 PFU/ml) to add to the cell lines. 

 

 мȄмлϣуtC¦κƳƭҐмȄмлϣрtC¦κ˃ƭмȄмлϣрtC¦κ˃ƭȄмлҐмȄмлϣсtC¦κмл˃ƭ 

 мȄмлϣс tC¦κмл ˃ƭ Ȅ рҐ рȄмлϣс tC¦ κрл ˃ƭ 

Prior to the virus administration, the medium of the cells to be infected with the virus was 

ǊŜƳƻǾŜŘ ŀƴŘ ǿŀǎƘŜŘ ǿƛǘƘ t.{Φ ¢ƘŜƴΣ млл˃ƭ ƻŦ ǎŜǊǳƳ ŦǊŜŜ 5a9a ǿŀǎ ŀŘŘŜŘ ǘƻ ŜƴǎǳǊŜ ŎŜƭƭǳƭŀǊ 

senescence and prevent non-viral induced gene or cytokine production. Exposure was for 2 hours 

to enable sufficient infection time. 



92 

 

At the end of 2 hours, complete DMEM medium was replaced with serum free medium. Cell 

viability was calculated using GraphPad Prism 9. Each experiment was repeated n=3 times to 

determine reproducibility. The same plates were also used for the Crystal violet staining (2.2.1.6.). 

 

2.2.3.1. Crystal Violet assay to determine cell death  

 

Crystal Violet staining was used to assess cell death. After completion of the alamar blue assay, 

alamar blue reagent was removed and wells were washed in PBS (100ul). Formaldehyde (4%) was 

ŀŘŘŜŘ ǘƻ ǘƘŜ ŎŜƭƭǎ ƛƴ ŀ ǾƻƭǳƳŜ ƻŦ млл˃ƭ ŦƻǊ мр Ƴƛƴ ŀǘ ǊƻƻƳ ǘŜƳǇŜǊŀture. The formaldehyde was 

ǊŜƳƻǾŜŘΣ ŀƴŘ ŎŜƭƭǎ ǿŜǊŜ ǿŀǎƘŜŘ ǿƛǘƘ t.{Φ ¢ƘŜƴ рл˃ƭ ƻŦ ŎǊȅǎǘŀƭ ǾƛƻƭŜǘ όлΦр҈ύ ǿŀǎ ŀŘŘŜŘ ŦƻǊ нл 

minutes at room temperature in the dark. Cells were then washed with tap water and the plates 

were left to air dry overnight. Finally, tƘŜ ŦƛȄŜŘ ŎŜƭƭǎ ǿŜǊŜ ǎƻƭǳōƛƭƛǎŜŘ ǿƛǘƘ млл˃ƭ ƻŦ н҈ ǿκǾ {5{ 

for a further 20 minutes on an orbital shaker. A Keliado plate reader (optical density 570nm) was 

used to measure the stain.   

  

2.2.3.2. IC50 evaluation  

 

The oncolytic effect of three oncolytic HSV-1 viruses (HSV-1716, HSV-E17RL1del7, HSV-

V17RL1del2) was assessed in 3 BC cell lines. HSV-E17RL1del7, HSV-V17RL1del2 were provided by 

Dr Joe Conner and are genetic variants of HSV-1716 that have not yet been investigated. IC50 

values were determined by Alamar blue assay on 1 st,2nd,5th, and 7th day post infection. The 

concentration of virus used was MOI 30, 10, 3, 1, 0.3, 0.1, 0.03, this range has been determined 

by HSV-1716 on MDA-MB-231. In this experiment the IC50 for infected cells was measured 

generating from MOIs values (See Appendix 7.3. for raw data). This determines the 

concentration of a virus that causes death of half the number of total cells (Table 2.4.). Therefore, 

it could be used to compare their effectiveness and determine concentrations for other 

experiments. 
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Table 2.4. ±ƛǊǳǎŜǎΩ MOIs values of cell lines based on IC50 results 

 HSV-1716 HSV-E17 HSV-V17 

MCF-7 MOI-1 MOI-3 MOI-10 

MDA-MB-231 MOI-3 MOI-30/10 MOI-30 

SKBR-3 MOI-1 MOI-10 MOI-10 

 

2.2.4. Flow cytometry analysis   

2.2.4.1. Sample preparation and tagged with antibodies 

Cells were washed twice with a cold Flow cytometry buffer (2% FCS in DPBS) and 5x105 cells were 

dispensed into 1.5 mL eppendorf tubes followed by centrifuge. Once removed supernatant, 1 uL 

of Zombie UV dye and 5 uL of antibodies (Table 2.6.) were added top on the cells. They were kept 

on ice covering aluminium foil and left it for 1 h. Following 500 uL cold Flow cytometry buffer was 

added to top on the cells and centrifuged at 90 g for 5 mins to wash, which was repeated twice. 

Finally, 300 uL of flow cytometry buffer was added and transferred to flow cytometry tubes, and 

The BD LSR II flow cytometer was used to quantify fluorochrome listed in Table 2.5. labelled cells. 

Samples were examined using the BD FACSCalibur Flow Cytometer. For each sample 10,000 live 

events (equivalent to 10,000 cells) were collected and just before analysis Zombie UV dead (1 ul) 

was added to exclude dead cells. This is dye is only taken in by dead cells with compromised 

membranes. As this is an amine reactive fluorescent dye only dead cells with abundant exposure 

of amines will bind to the dye. Cells were gated based on size (FSC) and granularity (SSC) to 

exclude any cellular debris and live cells of interest were selected. For our studies these are 

monocytes or lymphocytes or tumour cells. Fluorescent quadrant plots were created from this 

gated population containing only live cells and from this any information on cells positively 

stained with tagged antibodies was based collected based on changes in forward scatter (FSC-H) 

and side scatter (SSC-H). The analysis of the gated events was carried out using soft BD FACSDivaϰ 

Software ware. 
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Table 2.5. List of human antibodies for Flow cytometry experiment  

Antibodies Volume/cell 
number 

Fluorochrome Laser Supplier 

CD4 2 ul/5x10^5 BV421 Violet Laser (405 nm) Biolegend 

CD8 2 ul/5x10^5 AF700 Red Laser (633 nm) Biolegend 

CD14 2 ul/5x10^5 AF488 Blue Laser (488 nm) Biolegend 

CD80 2 ul/5x10^5 PECY5.5 Blue(488nm) 
Green(532nm)/Yellow Green (561 
nm) 

Biolegend 

CD86 2 ul/5x10^5 BV421 Violet Laser (405 nm) Biolegend 

CD163 2 ul/5x10^5 AF647 Red Laser (633 nm) Biolegend 

HLA-DR 2 ul/5x10^5 BV421 Violet Laser (405 nm) Biolegend 

Tim-3 8 ul/5x10^5 PE Blue(488nm) 
Green(532nm)/Yellow-Green (561 
nm) 

Biolegend 

Zombie UV dead  1 ul/5x10^5 UV Ultraviolet (355 nm) Biolegend 

 

 

2.2.5. PBMC isolation from human blood 

 

Human platelet-depleted waste buffy coats were supplied by the Sheffield Blood Transfusion 

Service. This was carried out under ethics SMBRER139. 

Firstly, whole blood (20 ml) was mixed with 30ml of cold PBS and 30ml of blood/PBS mix was 

pipetted into a tube containing 20ml of Ficoll-Paque slowly to avoid mixing. After this was 

centrifuged for 40 minutes at 351 g with no brakes on the machine.  
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This resulted in 4 layers (Plasma, PBMCs, Ficoll-hypaque and red blood cells); 2 nd άŎǊŜŀƳȅέ ƭŀȅŜǊ 

was transferred into a 50 ml falcon tube by filling the tube up to the 50ml mark line with PBS. 

Once one more centrifuge was done for 10 mins at 351 g, the supernatant was removed and 

diluted in PBS again to the 50ml mark to resuspend the pellet. Following that cells were counted 

and seeded at 7 x 107 cells/ml in 10ml of IMDM + dGlutamine in a T75 flask and incubated for 2 

hours. Then the medium including the non-adherent lymphocytes was removed and replaced 

with a fresh IMDM complete medium. 

 

2.2.5.1. Culturing of primary MDM 

 

Following the above protocol, attached monocytes were cultured to lead fully mature monocyte 

derived macrophages (MDM) for a further 7 days in IMDM complete medium replenishing every 

few days.  

 

2.2.5.2. Differentiation of MDMs into TAMs 

Tumour-conditioned supernatant of MDA-MB-231 cell line was collected after 72 h culture and 

centrifuged at 179 g for 5 mins to remove any cells. At the day 7, IMDM on the MDM was replaced 

with MDA-MB-231 supernatant to promote tumour conditioning to differentiate MDM into 

TAMs for 24 h. 

 

2.2.5.3. Harvesting of MDM 

 

MDM were enzymatically detached by adding 3 ml of trypsin/EDTA solution incubating for 15-20 

min (37C at 5% CO2). Flasks were tapped and 9 ml of medium was added, after that cells were 

gently scraped and collected in falcon tubes then centrifuged at 351 g for 10 min. 
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2.2.5.4. Co-culturing of fresh PBMC and tumour conditioned medium 

 

Fresh PBMC were isolated from human whole blood as mentioned in 2.2.5. Tumour conditioned 

medium (TCM) was collected from confluent MDA-MB-231 cell lines and centrifuged at 5 min 179 

g to remove death MDA-MB-231 cells. Fresh PBMC and TCM were then mixed as ratio of 106 

PBMC/ml with 1 mL TCM incubating 24 h at cell culture incubator. 

 

2.2.8. Migration assay (Wound healing assay) 

In this assay, SKBR-3, MDA-MB-231, MCF-7 cells were seeded into 48 well plates at 1.2 x 106 

cells/mL. SKBR-3 cells were cultured in complete RPMI 1640 medium, for MDA-MB-231, 2 x 105 

cells/mL and 6 x LMCF-т ŎŜƭƭǎ ǿŜǊŜ ŎǳƭǘǳǊŜŘ ƛƴ ŎƻƳǇƭŜǘŜ 5a9a ƳŜŘƛǳƳ ŀǘ отɕ/ ŀƴŘ р҈ /h2. 

After they formed a confluent monolayer, the media was replaced with serum-free RPMI or 

DMEM for starvation and left in the incubator for a further 48 h. The medium was removed and 

serum-free RPMI/DMEM containing 5 mg/mL Mitomycin C (2 mg/mL for MCF-7) medium was 

added to each well and the plate was incubated in the incubator for 2 h. After creating a scratch 

Řƻǿƴ ǘƘŜ ƳƛŘŘƭŜ ƻŦ ŜŀŎƘ ǿŜƭƭ ǳǎƛƴƎ ŀ мл ˃ƭ ǇƛǇŜǘǘŜ ǘƛǇ ǘƘŜ ŎŜƭƭǎ ƛƴ ǘƘŜ ǿŜƭƭǎ ǿŜǊŜ ǿŀǎƘŜŘ ǘǿƛŎŜ 

with phosphate buffered saline (PBS). Cells were then treated, and Skbr-3 cells imaged at 0, 24, 

48 and 72 h, MCF-7 was imaged at 0, 6, 18, 24 hours and MDA-MB-231 cells were imaged at 0, 

18, 24 h after treatment using the EVOS microscope at 10x magnification. 

 

2.2.9. Invasion assay  

2  x 106 cells/mL of SKBR-3 cells, 106 cells/mL of MDA-MB-231, and 2 x106 cells/mL of MCF-7 cells 

were exposed to serum-free RPMI/DMEM containing 5 mg/mL Mitomycin C (2 mg/mL for MCF-

7) and incubated for 2 h at 37̄C. Flouroblock Transwells were washed with serum-free medium 

and 32 mL of 1 mg/ml Matrigel was added to the centre of the transwells followed by 2 h 

incubation. After, cells were centrifuged, and the supernatant was removed. Cells and treatment 

solutions were mixed in 1.5 ml eppendorf tubes and then added to the centre of the transwells. 
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FBS containing medium was added into the bottom of the wells as a recruitment agent. After 24 

h incubation (48 hours for SKBR-3), wells were washed with DPBS twice and stained with 100 mL 

of DPBS 5 mM/mL Calcein-AM followed by 45 min incubation. Wells then were washed twice 

with DPBS and imaged by EVOS microscope at 4x magnification.  

 

Table 2.6. The dosages of treatments 

 HSV-1716 HSV-E17 HSV-V17 anti-Tim-3 IGg antibody 

MCF-7 MOI-1 MOI-3 MOI-10 5mg/ml 5mg/ml 

MDA-MB-231 MOI-3 MOI-30/10 MOI-30 5mg/ml 5mg/ml 

SKBR-3 MOI-1 MOI-10 MOI-10 5mg/ml 5mg/ml 

 

 

2.2.10. Immunofluorescence (IF) staining analysis 

2.2.10.1. IF staining for paraffin wax embedded tumour tissue samples  

Immunofluorescence assay was carried out to stain markers of CD-3, -4, -8,-31,-163 and Tim-3 in 

paraffin wax embedded human breast tumour tissues slides. At the first step, slides were 

dewaxed for 10 mins in xylene 1, 5 min in xylene 2 and rehydrated through alcohol gradients 

(100%, 95%, 90% and 70%) for 5,3,3,3 mins respectively then rinsed in tap water for 5 min. Then, 

antigen retrieval was performed using Dako 1:10 retrieval solution (S1699) in distilled water 

utilising a hot water bath at 80oC for 20 minutes.  After retrieval, slides were cooled for 20 

minutes at room temperature and rinsed 5 minutes under tap water. Cooled slides were washed 

with PBST Buffer 1x 1 min and 2 x 5 min followed by drawing a barrier around tissue with a wax 

pen to not allow it to dry out. Blocking the samples was performed by adding 2% BSA in PBST, 

covering black /foil lid through 1 hour at room temperature. Then BSA was tipped off without 

washing followed by dropping conjugated/unconjugated antibodies (Table 2.7.) diluted in BSA 

blocker on tissue samples for 2 hours or overnight at 4 degrees.  
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Next step, they were washed with PBST for 1 x 1 min, and then 2 x 5 mins. For unconjugated 

antibodies, secondary antibody diluted in BSA blocker was dropped on the slide followed by 2 

hours incubation. Finally, samples were mounted using Vectashield Mountant containing DAPI 

and then the edges of the coverslip were sealed using clear nail varnish and stored in a grey tray 

in a fridge covered with foil to take images in following days. 

 

Table 2.7. List of Immunofluorescence staining experiment antibodies 

Primary Ab Dilution Conjugate Secondary Ab Supplier 

CD3 1:100 AF647 NA BIOLEGEND 

CD4 1:100 AF488 NA BIOLEGEND 

CD8 1:100 AF488 NA BIOLEGEND 

CD31 1:100 AF700 NA BIOLEGEND 

CD163 1:100 FITC NA BIOLEGEND 

Tim-3 1:10 Unconjugated AF594 BIOLEGEND 

 

 

2.2.11. Preclinical model 

2.2.11.1. Mouse model of primary BC 

 

All animal work was carried out under the approved guidelines of UK Animals (Scientific 

Procedures) Act, 1986 and the University of Sheffield Research Ethics Committee. This work was 

carried out under Home Office project licence PP1099883 (Prof. Munitta Muthana) and the 

animal handling and procedures were performed by personal licence holders Dr. Faith Howard, 

me (I02143396) and another Ph.D. student, Muhamad Hawari Bin Mansor. 
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A total of 80 mice including 40 BALB/c and C57BL/6 were divided into 8 cages with 5 mice in each 

cage. Both strains were allowed to acclimate for a week in the biological services unit (BSU) 

before implantation with BC cells grown in vitro in the tissue culture facility. Mice were 

anaesthetised via Inhalant isoflurane (IsoFlo) followed by injecting 1x105 4T-1-Luc/EO771-Luc 

cells/mice into the nipple of BALB/c and C57BL/6 mice using an insulin syringe in 20ul PBS 

containing 50 % matrigel/50 % PBS. Tumour progression was monitored every 2 days by manual 

measurement, alongside daily animal weighing using the following equation: 

 

Tumour volume (mm3) = W2 × L  

                                        2 

 

They received their first treatment when tumour size reached 100 mm3 and the mice were given 

the following treatments;  

1. Control mice: Injected IV with PBS in a volume 0.1 ml. 

2. Isotype mice: Injected intratumorally with isotype antibody (200 ug/mice) in a volume 0.1 ml. 

3. anti-Tim-3 mice: Injected intratumorally with anti-Tim-3 antibody (200 ug/mice) in a volume 

0.1 ml. 

4. HSV-1716 mice: Injected IV with HSV-1716 (10^5 pfu/mice for Balb/c and 10^6 pfu/mice for 

C57bl/6) in a volume 0.1 ml. 

5. Combination mice: Injected IV with HSV-1716 (10^5 pfu/mice for Balb/c and 10^6 pfu/mice 

for C57BL/6) in a volume 0.1 ml and intratumorally with anti-Tim-3 antibody (200 ug/mice) in a 

volume 0.1 ml. 

Three doses were given in each treatment group on consecutive days regime to Balb/c while 

C57BL/6 were given once a week. HSV treatment was given via IV while antibodies were received 

intratumorally. (Figure 2.1.). 
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Figure 2.1. Schematic diagram to demonstrate the in vivo study design and treatment regimens for both mice strain. 

  

Treatments were conducted in the same manner for both strains except for treatment days scale. 

Randomly selected 3 mice of each treatment group were culled for biodistribution study after 24 

hours of final treatment by cervical dislocation. Blood and organs (kidneys, spleen, brain, lung 

and liver) and tumours were extracted for post-mortem analysis studies. Left mice were allowed 

to reach their overall humane endpoints including ulceration of tumours, neurological deficit 

(mobility issues, head tilting, extreme sensitivity and seizures), weight loss prior to culling, 

extraction of blood/organs/tumours same as biodistribution study for survival model. 

 

2.2.11.2. Mice tumour/organs storing for post-mortem analysis  

 

Excised half of all mice organs, half of biodistribution study tumours and half of survival study 

tumours were placed into a cryobuffer (90 % FCS with 10 % DMSO) and frozen at -80oC for flow 

cytometry. The remaining half of the survival study tumours were embedded into optimal cutting 

temperature (OCT) by freezing down at -80oC and then sectioned (10µM thick) for Haematoxylin 

and Eosin staining using a cryostat. The remaining half of organs and half of biodistribution study 

tumours were fixed in formaldehyde (4%) for 48 h before processed into paraffin wax. Paraffin 

ǿŀȄ ŜƳōŜŘŘƛƴƎ ŀƴŘ ǎŜŎǘƛƻƴƛƴƎ όп ˃Ƴύ ǿŀǎ ǇǊƻǾƛŘŜŘ ōȅ ǘƘŜ ¦ƴƛǾŜǊǎƛǘȅ ƻŦ {ƘŜŦŦƛŜƭŘΣ ƘƛǎǘƻƭƻƎȅ 

laboratory service (Ms Maggie Glover).  
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Murine blood samples were allowed to coagulate at room temperature and centrifuged at 12000 

g for 5 min, after which serum kept at -80°C for clinical biochemistry or cytometric bead arrays. 

2.2.11.3. Dissociation of frozen tumours/organs  

 

Frozen tumour samples washed 3 times with ice-cold DPBS containing 2% FCS (Flow Cytometry 

buffer). Samples were then incubated in 5 ml enzymatic dissociation solution comprising 0.2 

mg/mL collagenase, 2 mg/mL dispase, and 1.25 mg/mL DNase I in serum-free IMDM for 30 min 

using a rotator at warm temperature. Subsequently, 10 % FBS was added to neutralise the 

enzymes in the medium followed by passing through a 40-70 mm nylon filter. After centrifuging 

at 4500 g ŦƻǊ р ƳƛƴΣ ŎŜƭƭǎ ǿŜǊŜ ǿŀǎƘŜŘ ǘƘǊŜŜ ǘƛƳŜǎ ƛƴ рлл ˃[ Flow Cytometry buffer for flow 

cytometry as mentioned in section 2.2.4.1 with antibodies listed in Table 2.8. 

Table 2.8. List of Flow cytometry experiment antibodies 

Marker Clone Fluorescent tag  Species Supplier 

CD8 53-6.7 Super Bright 645 Mouse Thermo fisher 

F4-80 BM8.1 APC-Cy7 Mouse Cytek Biosciences 

CD3 17A2 FITC Mouse Cytek Biosciences 

CD45 30-F11 BUV395 Mouse Thermo fisher 

CD4 RM4-5 PerCP-Cy5.5 Mouse Cytek Biosciences 

CD161 (NK1.1) PK136 APC Mouse Cytek Biosciences 

CD19 1D3 BV480 Mouse Thermo fisher 

CD366 (Tim-3) RMT3-23 PE Mouse Cytek Biosciences 

CD274 (PD-L1) MIH5 BUV737 Mouse Thermo fisher 

Viability  GhostDyeUV450 Mouse Cytek Biosciences 

Glycoprotein B 

(HSV-1&HSV-2) 

 Qdot 800 Mouse Thermo fisher 
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2.2.11.4. Haematoxylin and Eosin staining 

 

Cryosectioned slides were removed from -20̄ C and incubated at room temperature for 1 h and 

then fixed in ice cold 50:50 acetone methanol for 20 min. Following washed x 2 in PBS, slides 

ǿŜǊŜ ǇƭŀŎŜŘ ƛƴ DƛƭƭΩǎ IŀŜƳŀǘƻȄȅƭƛƴ ǎƻƭǳǘƛƻƴ ŦƻǊ ол ǎŜŎƻƴŘǎ ǇǊƛƻǊ ǘƻ ǊƛƴǎŜ ƛƴ ǘŀǇ ǿŀǘŜǊ ǘƛƭƭ ǿŀǘŜǊ 

ran clear. Sections were then rested in 70% and 90% ethanol for 3 minutes each to dehydrate, 

after which, they were placed in Eosin stain for 15 seconds followed by washing in 100% alcohol. 

Sections were then removed to the hood for mounting step by placing in xylene twice for 5 min 

each. Excess xylene was removed by wiping off and one drop of DPX added. Slides were cover-

slipped keeping at room temperature then scanned using a Pannoramic slide scanner and 

analysed using QuPath software. 

2.2.11.5. Necrosis assessment   
 

Mouse tumour samples were immediately embedded in OCT following removal from mice and 

then stored in -80°C until these were cryosectioned. H&E staining was performed on triplicate 

sections from each tumour sample, and images were captured using Panoramic slide scanner as 

described in previous section. Necrotic areas, characterized by cytoplasmic swelling, plasma 

membrane damage and organelle breakdown (Festjens et al., 2006), appeared as light pink 

patches (no cells, no haematoxylin) in H&E-stained images. The percentage of necrotic area was 

calculated by comparing the necrotic area to the total tumour area using QuPath software. 

2.2.11.6. Metastasis assessment  
 

Mouse organs were embedded in paraffin wax and stored at room temperature. H&E staining 

was performed on triplicate sections from each organ sample, and images were captured using 

Panoramic slide scanner as mentioned in section 2.2.11.4. Liver and lung sections were used for 

this analysis because of their relevance to BC metastasis. The metastasis quantification was 

performed by counting 10 or more tightly packed haematoxylin-stained cells using QuPath 

software. Training to spot metastasis was provided and corroborated by Prof. Muthana. 
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2.2.11.7. Statistical analysis 

 

All statistical analysis was performed within GraphPad prism Version 9 (GraphPad Inc,San 

Diego,CA, USA). Quantification of IHC staining was performed using QuPath version 0.4.0 (GitHub, 

Inc. California, USA. All data was presented as mean and SD or SEM, with a minimum of n=3, 

ǳƴƭŜǎǎ ǎǘŀǘŜŘ ƻǘƘŜǊǿƛǎŜ ǿƛǘƘƛƴ ǘƘŜ ŦƛƎǳǊŜ ƭŜƎŜƴŘΦ ¢ƘŜ t ǾŀƭǳŜǎ ŀǊŜ ǎƘƻǿƴ ŀǎΤ ϝҐt Җ лΦлрΣ ϝϝҐt Җ 

лΦлмΣ ϝϝϝҐt Җ лΦллм ŀƴŘ ϝϝϝϝҐt ҖлΦлллмΦ /Ŝƭƭ Ǿƛŀōƛƭƛǘȅ ŀǎǎŀȅǎ ǳǎŜŘ ǘƻ ŘŜǘŜǊƳƛƴŜ ŘƻǎŜ ǊŜǎǇƻƴǎŜ 

were analysed using a Two-Way Anova, to determine the differences seen between variables. 

The chapter for in vivo study used a One-way Anova to analyse ex vivo IHC staining. A Two-Way 

Anova was used to assess observations of humane endpoints and animal weight fluctuations. 

Animal weights were assessed using a last observation carried forward. For analysis of the overall 

survival, Kaplan-Meier survival analysis using a Log-rank (Mantel-Cox) test was performed, 

comparing each treatment group against the control. 
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Chapter 3  

Tim-3 expression on the surface of cells 
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3.1. Introduction  

 

The immune system protects against foreign pathogens, which is orchestrated by T cells (Fife and 

Bluestone, 2008). T cells have two main signalling pathways for complete functionality including 

binding of the antigenic peptide/major histocompatibility complex (MHC) on the surface of 

antigen-presenting cells (APCs) with the T cell receptor (TCR); and the antigen-independent co-

signalling molecules called immune checkpoints (ICs) (Wang et al., 2022). Binding with the TCR 

triggers an immune response while immune checkpoints manage that response. In health, ICs 

are responsible for preventing excessive immune responses to prevent tissue damage and 

providing self-tolerance to pathogenic infections (Pardoll, 2012b; Waldman et al., 2020). ln the 

case of cancer, the immune system can exhibit a profile of self-tolerance to the cancer cells. ICs 

are one of the pathways that provide this profile by downregulating the immune system creating 

immune escape of tumour antigens (Figure 3.1.) (Topalian et al., 2016). Thus, blocking of ICs 

could enable recognition of tumour antigens.  

Figure 3.1. Mechanisms of cancer cell mediated immune escape. Antigen presenting cells absorb antigens 

released by cancer cells and present them to T cells to promote T cells activation and high expression of 

PD-1/Tim-3. Upon T cell activation, the PD-1/Tim-3 receptor binds to PD-L1/Gal-9 expressed on the surface 

of cancer cells and suppresses the immune response (Adapted from (Su et al., 2020)). 
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Discovery of the programmed death molecule-1 (PD-1) and cytotoxic T-lymphocyte antigen-4 

(CTLA-4) was awarded the 2018 Nobel Prize in Physiology or Medicine to Tasuku Honjo and James 

Allison. This paved the way for additional research demonstrating that PD-1 and CTLA-4 pathways 

suppress T cell activation and that blocking these molecules via immune checkpoint inhibitors 

(ICIs) could overcome suppression leading to immune activation to tumours (Topalian et al., 2012; 

Weber et al., 2008). By now, the number of ICIs and their applications has expanded and includes 

VISTA, TIGIT and Tim-3 (Wang et al., 2022). Tim-3 is not as widely investigated but is of interest 

as the mRNA expression levels in breast tumour cell lines are elevated (Sauer et al., 2023).  

 

To obtain a more global view the Human Protein Atlas was used and from this an upregulated 

profile was observed in 62 different human BC cell lines including MCF-7, MDA-MB-231, and 

SKBR-3 (Figure 3.2.) when analysed by the Oncomine database (Tu et al., 2020). The transcript 

per million (y-axis) was greatest in HCC-1500 (ER+, HER2-) cells and MDA-MB-415 (ER+, HER2-) 

cells at 1,1 nTPM and 1 nTPM, respectively. It has also been suggested that Tim-3 over expression 

on breast tumour cells contributes to disease progression (Zhang et al., 2017; Cheng et al., 2018; 

Cong et al., 2021). A study involving 150 invasive ductal BC (IDC) patients documented their age, 

primary tumour size, axillary lymph node metastasis, TNM stage, World Health Organization 

(WHO) grade, Ki-67 level, molecular classification, and lesion location. Tumour tissue specimens 

were extracted from all patients, and normal breast tissue or benign lesion samples were also 

obtained from a distance of 3.0-5.0 cm from the tumour. H&E, Tim-3 and CD8+ cytotoxic T cells 

(CTL) staining revealed that the total Tim-3 expression in tumour tissue was 98%, compared to 

13% in normal breast tissue. Similarly, 90% of the CTLs were Tim-3+ CD8+ in tumour tissue 

samples, while only 23% were present in normal breast tissue samples. Notably, 

clinicopathological characteristics, including lymph node metastasis and TNM stage, were 

significantly correlated with the expression of Tim-3 on tumour cells and the median expression 

level of Tim-3 on CTL (H. Zhang et al., 2017). 

    

https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
https://paperpile.com/c/CYoRLJ/Bdhm+uufY+oG5z
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Figure 3.2. RNA expression data as normalized transcript million (nTPM) values of Tim-3 in BC cell lines. 

This data was obtained by using the search terms Tim-3 or HAVCR2 and selecting the RNA cell line database 

section on the the website Human Protein Atlas (https://www.proteinatlas.org/).  

 

The overall hypothesis of this project is that targeting the immune checkpoint molecule ΨTim-3Ω 

in combination with OVs will reprogram the TME to be more immunogenic (hot), leading to the 

recruitment of T cells and induce anti-tumour immunity in BC by releasing the brake on immune 

checkpoints.  In this chapter, the aim was to demonstrate the expression of Tim-3 on a panel of 

BC cell lines and patient tissue sections. These cell lines and tissue section are derived from 

different BC subtypes allowing us to obtain a broader view of Tim-3 expression. Expression of 

Tim-3 on human peripheral blood mononuclear cells was also examined as these cells play 

important roles in the tumour microenvironment.  

The specific objectives were to determine; 

 Abundance of Tim-3 on human BC cell lines using flow cytometry 

 Abundance of Tim-3 on human peripheral blood mononuclear cells (PBMC) using flow 

cytometry. 

 Levels of and cellular distribution of Tim-3 on paraffin wax embedded human breast 

tumour tissue via immunofluorescence staining   

 

https://www.proteinatlas.org/
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3.2. Tim-3 is expressed on human BC cells  

 

Tim-3 expression on the surface of human BC cells lines was assessed by flow cytometry. A panel 

of BC cell lines including MDA-MB-231, MCF-7, SKBR-3 were stained with anti-human-Tim-3 

antibody as described in section 2.2.4.1 and analysed on BD LSR II Flow Cytometer. The viability 

dye Zombie UV was added to exclude dead cells and tumour cells were identified based on their 

side scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles. Using these scatter plots, 

viable tumour cells were gated to identify the Tim-3 positive cells (Figure 3.3A).  

The data showed that cell surface expressions of Tim-3 was 10.6% on MCF-7, 14.4% on MDA-MB-

231, and 11.5% on SKBR-3 cells (Figure 3.3-3.5). However, it was not possible to create a graph 

showing the median percentage positive expression of Tim-3 due to reproducibility issues with 

the antibodies. These experiments were repeated 8-10 times, but the staining was unpredictable. 

Furthermore, the results showed that Tim-3+ cells were smaller in size but still viable compared 

to the remaining tumour cell population. This may be because the cells are undergoing apoptosis 

(Bortner and Cidlowski, 2003). As a result, an alternative anti-Tim-3 antibody was purchased and 

investigated along with cell death in chapter 4. This data goes against previous publications 

showing that this antibody works in flow cytometric applications. However, this antibody has 

been used successfully to stain immune cells such as T cells (Monney et al., 2002b; Sabatos et al., 

2003b). It could be that these tumour cells do not highly express Tim-3 of the cell surface and 

western blots would have useful to look at intracellular expression. For instance, a study using 

western blot reported successfully the Tim-3 expression in MCF-7 and MDA-MB-231 cell lines 

(Cheng et al., 2018). 
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Figure 3.3. Representative Tim-3 expression on MCF-7 human BC cells using Flow cytometry. A. Upper 
left-hand dot plot was used to draw a gate around tumour cell population excluding cellular debris based 
on tumour cell side scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles. Upper right-hand dot 
plot shows cells selected based on zombie UV uptake and used to draw a gate around alive tumour cell.   
B. Tim-3+cells   were shown from gated alive cells. Data indicates the percentage of cells stained with 7 ul 
of anti-Tim-3 in half a million cells of n=1 experiment. 

 

 

 

A

B
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Figure 3.4. Representative Tim-3 expression on MDA-MB-231 human BC cells using Flow cytometry.         
A. Upper left-hand dot plot was used to draw a gate around tumour cell population excluding cellular 
debris based on tumour cell side scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles. Upper 
right-hand dot plot shows cells selected based on zombie UV uptake and used to draw a gate around alive 
tumour cell. B. Tim-3+cells   were shown from gated alive cells. Data indicates the percentage of cells 
stained with 7 ul of anti-Tim-3 in half a million cells of n=1 experiment. 

 

 

A

B
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Figure 3.5. Representative Tim-3 expression on SKBR-3 human BC cells using Flow cytometry.                          
A. Upper left-hand dot plot was used to draw a gate around tumour cell population excluding cellular 
debris based on tumour cell side scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles. Upper 
right-hand dot plot shows cells selected based on zombie UV uptake and used to draw a gate around alive 
tumour cell. B. Tim-3+cells   were shown from gated alive cells. Data indicates the percentage of cells 
stained with 7 ul of anti-Tim-3 in half a million cells of n=1 experiment. 
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3.3 Tim-3 is expressed on human PBMC and increased after co-culture with tumour cells 

conditioned medium 

 

Buffy coats were obtained from NHSBT and PBMC isolated by Ficoll-Paque density gradient 

centrifugation as mentioned in 2.2.5. A portion of the PBMCs was used for Flow cytometry 

analysis and the remaining cells were seeded into flasks and allowed to mature into macrophages 

over a period of 7 days (see section 2.2.5.1.) Tim-3 expression was then examined on 1.  

 

Healthy macrophages or macrophages exposed to BC cell line tumour conditioned medium (TCM) 

or fresh PMBC before/after co-culture with TCM (see section 2.2.5.2 & 4.) were stained with 

various antibodies to identify cell types, including CD-4, CD-8 as markers of T cells (Reinherz et 

al., 1979); CD-14 as a monocyte/macrophage marker (Wu et al., 2019); CD80/86 as  activated 

macrophage M1-like macrophage markers (Yunna et al., 2020); CD163 as a marker of M2 

(Mantovani et al., 2017); HLA-DR as a marker of immune activation on most immune cells 

(Epstein et al., 2013) and analysed by Flow cytometry.  

 

15% of all healthy macrophages expressed Tim-3 and when co-stained Tim-3 with macrophages 

markers (CD14, CD80, CD86, CD163 and HLA-DR) expression was between 4-11% (Figure 3.7.1-

3.7.2). Interestingly, when macrophages were exposed to TCM, overall Tim-3 expression 

increased to >70% and 100% of CD14+ macrophages (Figure 3.8.1-3.8.2). Similarly, almost all of 

the CD80 and CD86 M1-like macrophages co-expressed Tim-3, whereas this was ~80% of all the 

M2 macrophages (CD163+) and 70% of HLA-DR+ macrophages.  

 

 

 



113 

 

Co-culture studies of PBMC with BC cancer cell lines was used to investigate Tim-3 expression 

profiles on fresh human PBMC before/after exposure to tumour cells  (Moradpoor et al., 2020) 

were performed. In this study, they co-cultured the metastatic BC patients' PBMCs (patients=21, 

healthy=3) with cancer cell lines (MDA-MB-231 and MCF-7) in a chamber for five days. The PBMCs 

were placed in the lower compartment, while the cancer cells occupied the upper one, at a ratio 

of 1:7. Co-culture with patient PBMCs significantly impacted the expression of epithelial-to-

mesenchymal transition (EMT) markers in both cell lines. MCF-7 cells exhibited upregulation of 

E-cadherin, N-cadherin, and vimentin, while MDA-MB-231 cells showed increased expression of 

N-cadherin and vimentin. This difference is likely due to pre-existing suppression of E-cadherin 

expression in MDA-MB-231 cells via promoter methylation. Furthermore, co-culture enhanced 

the invasion potential of both cell lines by approximately 4-fold. Interestingly, co-cultured cancer 

cells also displayed increased NF-ˁ. ǘǊŀƴǎŎǊƛǇǘƛƻƴŀƭ ŀŎǘƛǾƛǘȅΣ ǿƛǘƘ a/C-7 and MDA-MB-231 cells 

showing 1.4- and 2.2-fold increases, respectively. Gene Ontology pathway analysis of protein 

expression changes in co-cultured PBMCs compared to control PBMCs revealed three key 

subtypes: biological processes (BPs), molecular functions (MFs), and cellular components (CCs). 

Among BPs, pathways associated with cancer progression, including negative regulation of 

programmed cell death, positive regulation of cell morphogenesis, NF-ˁ. ǎƛƎƴŀƭƭƛƴƎΣ ŀƴŘ ƎƭǳŎƻǎŜ 

metabolism, were significantly enriched. These findings suggest a complex crosstalk between 

PBMCs and cancer cells, where PBMCs potentially contribute to tumour progression through 

various mechanisms, including EMT induction, enhanced invasion, and NF-ˁ. ŀŎǘƛǾŀǘƛƻƴ 

(Moradpoor et al., 2020).  

 

Results showed that cell death occurred causing lots of cell debris (Figure 3.6.) and thus Flow 

cytometry data was not amenable for analysis. Therefore, it may have been better to use a 

chamber to separate the cells for future work. These studies were repeated using tumour-

conditioned medium that should contain tumour-derived the factors. 
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Next, Tim-3 expression profiles on fresh human PBMC before or after exposure to TCM was 

investigated (Figure 3.9. and Figure 3.10.). It was found that overall expression of Tim-3 was 38.6% 

in healthy PBMC, and this decreased to 23% PBMC cultured with tumour-conditioned medium. 

However, CD4+T cells and CD14+ monocytes exposed to TCM upregulated expression from 20%, 

10% to 49% & 23% respectively, while CD8+T cells exhibited a decrease in expression from 26% 

to 15%. Most abundance was observed on CD14+Tim-3+ monocytes from 20% to 69% in response 

to TCM, although CD4, CD8 also upregulated expression of Tim-3 in TCM. Overall, the results of 

the experiments revealed that Tim-3 expression was upregulated on macrophages and PBMC in 

the presence of TCM (Figure 3.11.-3.12). 

 

 

Figure 3.6. An example showing excessive cell debris after exposure of PBMC to tumour cells. Side 

scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles were used to create a gate (A). Following 

that viable cells (B) and positive cells (C) were selected based on that gate and exclusion of dead cells based 

on staining with the zombie UV viability dye. 
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Figure 3.7.1. Tim-3 expression on healthy human monocyte-derived macrophages. A. Side scatter-area (SSC-A) and forward scatter-area (FSC-A) profiles were used to create 

a gate. Following that viable cells and positive cells were selected based on that gate and exclusion of dead cells based on staining with the zombie UV viability dye. B. 

Representative flow cytometry quadrant dot plots include 4 regions and top-left shows the only Tim-3 staining to position the correct gate. C. Gated dot plots show CD14+ Tim-

3+, CD80+ Tim-3+, CD86+ Tim-3+, CD163+ Tim-3+, and HLA-DR+Tim-3+ stained cell population in top-right quadrants based on changes in fluorescence.  The data is generated 

with n=3 independent blood donors.
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Figure 3.7.2. Tim-3 expression on healthy human monocyte-derived macrophages. XY graph shows the percentage 

expression on healthy human monocyte-derived macrophages where the data is the mean and SEM for n=3 independent 

blood donors.  

  

   

 

 

 

 

 

 

 

 

 

 

 

 

 



117 

 

Figure 3.8.1. Tim-3 expression on healthy human monocyte-derived macrophages increased after exposure to TCM. A. Side scatter-area (SSC-A) and forward scatter-area 

(FSC-A) profiles were used to create a gate. Following that viable cells and positive cells were selected based on that gate and exclusion of dead cells based on staining with the 

zombie UV viability dye. B. Representative flow cytometry quadrant dot plots include 4 regions and top-left shows the only Tim-3 staining to position the correct gate. C. Gated 

dot plots show CD14+ Tim-3+, CD80+ Tim-3+, CD86+ Tim-3+, CD163+ Tim-3+, and HLA-DR+Tim-3+ stained cell population in top-right quadrants based on changes in fluorescence.  

The data is generated with n=3 independent blood donors.
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Figure 3.8.2. Tim-3 expression on healthy human monocyte-derived macrophages increased after exposure to TCM. 

XY graph shows the percentage expression on human monocyte-derived macrophages exposed to TCM where the data 

is the mean and SEM for n=3 independent blood donors.  
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Figure 3.9. Tim-3 expression on monocytes and T cells isolated from human PBMC. A. Side scatter-area (SSC-A) and forward scatter-

area (FSC-A) profiles were used to create a gate. Following that viable cells and positive cells were selected based on that gate and 

exclusion of dead cells based on staining with the zombie UV viability dye. B. Representative flow cytometry quadrant dot plots 

include 2 regions and left shows the only Tim-3 staining to position the correct gate. C. Gated dot plots show the overall Tim-3, CD4+ 

Tim-3+, CD8+ Tim-3+, CD14+Tim-3+ stained cell population in right quadrants based on changes in fluorescence. XY graph shows the 

percentage expression and data are the means and SEM for n=3 independent experiments. 
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Figure 3.10. Tim-3, monocytes, and T cells markers detection on human PBMC co-cultured TCM using Flow cytometry A. Side scatter-

area (SSC-A) and forward scatter-area (FSC-A) profiles were used to create a gate. Following that viable cells and positive cells were 

selected based on that gate and exclusion of dead cells based on staining with the zombie UV viability dye. B. Representative flow 

cytometry quadrant dot plots include 2 regions and left shows the only Tim-3 staining to position the correct gate. C. Gated dot plots 

show the overall Tim-3, CD4+ Tim-3+, CD8+ Tim-3+, CD14+Tim-3+ stained cell population in right quadrants based on changes in 

fluorescence. XY graph shows the percentage expression and data are the means and SEM for n=3 independent experiments. 
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B
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Figure 3.11. Tim-3 abundance comparison of human monocyte-derived macrophages (MDM) and after exposure to TCM.  XY 

graph shows the percentage expression of overall Tim-3, CD14+ Tim-3+, CD80+ Tim-3+, CD86+Tim-3+, CD163+Tim-3+, and HLA-

DR+Tim-3+. The graphs generated using GraphPad Prism software and the Mean ± SD for n=3 independent experiments, where * = 

0.0266 after the application of a 2Way ANOVA with multiple comparison to control. 

 Figure 3.12. Tim-3 abundance comparison of human PBMC and after exposure to TCM.  XY graph shows the percentage 

expression of the overall Tim-3, CD4+ Tim-3+, CD8+ Tim-3+, CD14+Tim-3+. The graphs generated using GraphPad Prism 

software and the Mean ± SD for n=3 independent experiments, where * * = P<0.05, **** = P<0.0001 after the application of 

a 2Way ANOVA with multiple comparison to control. 
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3.4 Tim-3 is expressed by human BC TME tissue 

 

Next, the expression of Tim-3 on human BC tissue was investigated. Paraffin wax-embedded 

tissue from BC patients (N=20) were obtained from Prof. Penelope Ottewell (University of 

Sheffield). In this experiment, Tim-3 was co-stained with CD-3, CD-4, CD-8 as T cell markers 

(Reinherz et al., 1979; Greaves et al., 1981; Norman, 1995),CD-31 as an endothelial marker for 

vessels (Mourik et al., 1987; DeLisser, Newman and Albelda, 1994), and CD-163 as a TAM marker 

(Lau, Chu and Weiss, 2004) to determine the expression ratio of Tim-3 on these immune cells 

within TME. Macrophages are the most well-characterised type of tumour-infiltrating immune 

cell in BC and are of interest in this project as they have been shown to express immune 

checkpoints including Tim-3.  

 

In brief, slides were dewaxed with xylene and hydrated through alcohol gradients (100%, 95%,90% 

and 70%) before being rinsed in tap water. Following antigen retrieval, tissues were blocked and 

stained with antibodies (Table 2.8., section 2.2.10.1.). 

 

A marked presence of Tim-3 expression was detected in the TME (Figure 3.13 and 3.14A.). These 

comprised approximately 60% of the tumour microenvironment. Within the TME, 35% of TAMs 

(CD163+) co-expressed Tim-3. Cytotoxic T cells (CD8+) constituted 34% of the population, with 

70% displaying Tim-3 receptors. T helper cells (CD4+) accounted for 36% and 80% of these cells 

co-expressed Tim-3. This data is promising and supports the use of Tim-3 inhibitors targeting this 

immune checkpoint.  For these tissue samples it was unable to obtain the patient subtypes and 

therefore this data provides a global view of expression in BC.  

 

 

 

 

https://paperpile.com/c/CYoRLJ/whE4+fD8q+35rL
https://paperpile.com/c/CYoRLJ/whE4+fD8q+35rL
https://paperpile.com/c/CYoRLJ/whE4+fD8q+35rL
https://paperpile.com/c/CYoRLJ/whE4+fD8q+35rL
https://paperpile.com/c/CYoRLJ/whE4+fD8q+35rL
https://paperpile.com/c/CYoRLJ/PAkw+sJuQ
https://paperpile.com/c/CYoRLJ/PAkw+sJuQ
https://paperpile.com/c/CYoRLJ/PAkw+sJuQ
https://paperpile.com/c/CYoRLJ/EHw8
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However, it was possible to access N=38 TNBC tissue obtained from patients who either received 

treatment prior to and after their biopsies from NeoGenomics for use in this study (Kindly 

provided by Richard Allen under the supervision of Prof. Claire Lewis). These slides were stained 

by Neogenomics using the MultiOmyx technique to examine CD68, CD163 and Tim-3.  

This data was provided in an excel spreadsheet and analysed by an MSc student Zoi Papasavva 

under my supervision using GraphPad Prism. The average tumour size was comprised of a total 

69,077 DAPI+ cells.  Of these cells 21% were CD68+ macrophages and 38% expressed the M2-like 

CD163 macrophage marker.  Tim-3 abundance was 21%. Interestingly, 63% of CD163+ TAMs 

expressed Tim-3 supporting a role for these cells in immunosuppression via checkpoint inhibition 

(Figure 3.14B.). 
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Figure 3.13. Tim-3 is expressed by macrophage and T cells in human BC tissue. Representative images show expression of Tim-3, 

CD-3, CD-4, CD-8, CD-163 and cells expressing them together on human BC tissue. Images represent the immunofluorescence staining 

of each marker. Green is CD4/8, White=CD3, Purple-Tim-3, Red=CD163 and blue is DAPI stained nuclei.  
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Figure 3.14. Tim-3 is expressed by macrophage and T cells in the human BC TME. (A) The XY graph shows 
expression percentages of Tim-3, CD-3, -4, -8, -163 and cells expressing them together on human BC tissue. 
Data are presented as mean SD   for n=20. (B) Graphic representation of the normalized data provided by 
the NeoGenomics (n=38) company along with the of the statistical analysis One-way ANOVA, where 
****=P<0.0001, **=P=0.0038.  

 

 

Overall, this study revealed that Tim-3 was expressed in human breast tumour tissue and that all 

T cells markers were co-expressed with Tim-3 (Figure 3.14A.). However, the Tim-3 expression 

levels between tissue samples obtained locally and those from NeoGenomics yielded contrasting 

results (Figure 3.14B.). NeoGenomics specimens were exclusively from the triple-negative BC 

(TNBC) subtype, while NHS samples encompassed various subtypes, including 

ER+/PR+/HER2+/TNBC. Notably, all TAMs and most of T cells co-expressed Tim-3. This pattern of 

Tim-3 expression was consistent with the results obtained from the (co-cultured TCM) Flow 

cytometry results. It is crucial to note that while the study investigated Tim-3 expression in 

immune cells, the overall Tim-3 percentage encompasses other TME cell types and tumour cells.    



127 

 

3.6. Discussion 

 

Immune checkpoint ligands are proteins expressed on the surface of both cancer cells and 

immune cells. When these ligands interact with their corresponding receptors on immune cells, 

they can inhibit or modulate the function of immune cells such as T cells (Wherry, 2011), enabling 

cancer cells to evade immune attack (Dyck and Mills, 2017). Tim-3 is an example of an immune 

checkpoint ligand that has been demonstrated to be expressed on both immune cells (Freeman 

et al., 2010; Gleason et al., 2012) and cancer cells (Cao et al., 2013; Cheng et al., 2018; Jiang et al., 

2013; Zhou et al., 2015). 

This chapter investigates the expression of Tim-3 in human BC cell lines, human breast tissue 

samples and immune cell populations in the circulation as the TME includes macrophages, and 

PBMCs. Overall, the findings confirm that Tim-3 is expressed on all of these cell types. Additionally, 

the Human Protein Atlas website was probed to provide further evidence of Tim-3 expression.  

According to the Human Protein Atlas (https://www.proteinatlas.org/), MCF-7 (0.2 nTPM) and 

MDA-MB-231 (0.2 nTPM) human BC cell lines have same and higher Tim-3 expression levels than 

SKBR-3 (0.1 nTPM). (Figure 3.2.) 

Data presented in this chapter confirms these findings, with MDA-MB-231 exhibiting the highest 

Tim-3 expression level among the three cell lines, while MCF-7 and SKBR-3 have approximately 

equal expression levels (Figure 3.3.-3.5.). However, considerable data reproducibility issues with 

the F38-2E2 antibody used in this assay were encountered, despite multiple attempts and its prior 

validation by other researchers (Hastings et al., 2009; Limagne et al., 2019). Consequently, the 

F38-2E2 clone used here may have a stability issue impacting its affinity leading to unreliable Tim-

3 staining.(Gu et al., 2010).   Another consideration is that the cancer cell lines do not stably 

express the Tim-3 receptor and there is no literature on Tim-3 expression by Flow cytometry, 

mostly western blotting. Perhaps Tim-3 is located intracellular and if time permitted western blots 

or intracellular staining (after fixing and permeabilising of cells) by flow cytometry would be 

performed to determine this. 

   

https://www.proteinatlas.org/
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Tim-3 clone (7D3) was next investigated. Tim-3 expression in human healthy PBMCs and tumour-

conditioned PBMCs to mimic tumour conditions using Flow Cytometry staining with various 

markers, including CD14, CD80, CD86, CD163, and HLA-DR. These markers not only serve as cell 

identification tools but also provide insights into immune modulation. For instance, 

¶ CD14 may contribute to tumour cell proliferation in cancer cells and immunosuppressive 

TME formation (Gregory, 2000),  

¶ CD80/86 are classical markers of macrophage activation and could cause T cell dysfunction 

(Ohue and Nishikawa, 2019),  

¶ CD163 is associated with anti-inflammatory functions and considered a TAM marker  

(Allison et al., 2023; Skytthe et al., 2020), 

¶ HLA-DR downregulation or absence can aid in immune escape (Fei et al., 2022).  

 

These markers were investigated in healthy macrophages and tumour-conditioned macrophages 

by Flow cytometry. Notably, both healthy and TCM-co-cultured macrophages displayed cell 

surface Tim-3 receptors, with expression levels increased by 4-6 times for each marker. 

Interestingly, monocytes in fresh PBMCs displayed a 3.5-fold increase in Tim-3 expression, while 

T cells showed only a slight increase in Tim-3 population after co-culturing with TCM. Additionally, 

CD8+T cells abundance decreased from 26% to 15% while CD4+ T cells increased almost 2.5-fold.  

This observation aligns with the concept of MHC-driven lineage selection, where specific TCR-

MHC interactions influence the survival and development of different T cell lineages. As Fowlkes 

and Schweighoffer (1995) highlight, binding of class I MHC to CD8 promotes downregulation of 

CD4, while MHC class II binding to CD4 promotes downregulation of CD8 (Fowlkes and 

Schweighoffer, 1995). As class II MHC molecules primarily present exogenous proteins 

recognizing by helper (CD4) T cells and Class I MHC molecules primarily present intrinsic peptide 

products cytotoxic (CD8) T cells (Kamal et al., 2023),in the co-culture setting, the observed 

increase in CD4+ T cells and decrease in CD8+ T cells suggest a potential role of class II MHC-

specific TCR interactions in shaping T cell populations.   
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This interaction induces an immune response leading to increased IC expression including Tim-3 

to prevent excessive response in health condition and to escape in cancer (Topalian et al., 2016). 

Studies have shown that Tim-3 expression on CD8+ and/or CD4+ T cells in non-small cell lung 

cancer patients impairs their effector functions (Gao et al., 2012b). Similarly, in BC patients, 

elevated PD-1 and Tim-3 levels on follicular T helper cells (a subset of CD4 T cells) were associated 

with exhaustion markers (Zhu et al., 2016). Therefore, further investigation using additional T cell 

subtype and function markers could be highly informative to gain a deeper understanding of this 

phenomenon. 

Data from the tissue sections by IF staining showed Tim-3 expression in breast tumours while it 

was not possible to see this reliably in the BC cell lines. This may be due to the anti-Tim-3 antibody 

being better for IF than flow cytometry or tumour cells in a 3D environment (as in tissue) express 

more Tim-3 than cells in 2D (monolayers). Immune cells in tissue are different from cells in the 

blood due to the tumour microenvironment due to the presence of tumour factors and indeed 

increased expression on immune cells upon culture with tumour cell derived conditioned medium 

provides some evidence of this. 

In conclusion, the data presented in this chapter confirms the presence of Tim-3 on PBMCs and 

cancer cells, corroborating findings from the Human Protein Atlas website (Figure 3.15.). Data 

from the Protein Atlas shows that myeloid dendritic cells and natural killer cells have the highest 

nTPM. In line with data presented here, subsets of monocytes including classical monocytes also 

express Tim 3. Data presented in this chapter now show expression of Tim-3 on human monocyte-

derived macrophage. It would have been interesting to compare the different phenotypes of 

macrophages with our TCM-treated macrophages and if skewing these to become M1-like or M2-

like impacts Tim-3 expression. This could be achieved by culturing the macrophages in LPS 

stimulator for inflammatory macrophages (M1-like phenotype) (Fang et al., 2004) or IL-4 

stimulator for M2-like macrophages (M. Z. Zhang et al., 2017). 
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Previous studies have shown that Tim-3 is expressed at low levels by M1-like macrophages and 

have inflammatory activity including the production of pro-inflammatory cytokines (e.g. IL-12, 

TNF and IFN-g), antigen presentation capability and are phagocytic (Yan et al., 2015). However, 

following recruitment to tumours these cells change to become more like TAMs (express CD163, 

CD206) with regulatory like properties and an increase in Tim-3 expression. This change in 

phenotype is typical of macrophages and fits with their plasticity. This offers an opportunity to 

reprogramme these cells, which will be achieved in this thesis using cancer-killing oncolytic 

viruses. Our team have shown that OVs can reprogram TAMs to have an inflammatory anti-cancer 

phenotype (Kwan et al., 2021). Lymphocytes on the other hand, do not exhibit this plasticity they 

are polarised towards a particular effector profile, where their chromatin is modified significantly. 

This results in a genetic profile that can be altered in response to the stimulus, albeit based on 

the type of stimuli, the concentration used and how long the stimulus is present (Cassetta et al., 

2011; Martinez et al., 2006). Therefore, targeting TAMs holds promise when considering drugs 

that reprogramme the TME.  

 

 

Figure 3.15.: Expression of Tim-3 in immune cell lines. Image obtained from the website Human Protein 

Atlas (https://www.proteinatlas.org/).  

https://www.proteinatlas.org/
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Indeed, findings also demonstrate that immune cell exposure to TCM upregulates Tim-3 

expression on monocytes (CD14+), this could be preconditioning the monocytes into becoming 

TAMs. Next, Tim-3 expression on human BC tissue was investigated where macrophages including 

TAMs (CD163+), and cytotoxic T cells (CD8+ T cells) displayed expressed Tim-3. This aligns with 

observations in other cancers, like HCC and CRC, where TAMs exhibit increased Tim-3 due to the 

tumour microenvironment (Katagata et al., 2023; Yan et al., 2015). This upregulation effect is also 

observed on CD14+Tim-3+ monocytes in glioma patients compared to healthy donors (X. Li et al., 

2018).  

Supporting this trend, a separate study comparing Renal Cell Carcinoma patients and healthy 

controls revealed significantly higher Tim-3 expression on tumour-infiltrating lymphocytes (TILs) 

(14.6% for CD4+ T cells and 30.9% for CD8+ T cells), compared to 7.6% and 10.7%, respectively 

(Cai et al., 2016). Notably, peripheral blood T cells in these patients showed no significant 

difference (Cai et al., 2016).   

 

Summary  

In conclusion, the data in this chapter reinforces the presence of Tim-3 on various immune and 

tumour cell subsets in BC, and its enhanced expression upon interaction with TCM. This aligns 

with observations in other malignancies and supports the notion of a dynamic interplay between 

cancer and the immune system, where both environmental factors and direct interaction can 

influence Tim-3 expression and potentially impact tumour progression. The following chapter will 

delve into the potential functions of Tim-3 blockade with/without oHSV in vitro. 
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Chapter 4  

Combination of anti-Tim-3 and oncolytic 

virotherapy in BCs cells 
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4.1. Introduction 

 

Tim-3 upregulation has been implicated in promoting tumour cell proliferation, migration, and 

invasion in vitro (Cheng et al., 2018; Guo et al., 2022a; Lin et al., 2017). Preclinical studies have 

demonstrated that inhibiting Tim-3 or silencing its expression through siRNA can impede these 

processes in various cancer types, including breast, glioma, prostate, colorectal, and clear cell 

renal cell carcinoma (Cheng et al., 2018; Guo et al., 2022b; Huo et al., 2022; Piao et al., 2013; M. 

Yu et al., 2017b, 2017a; Zhang and Zhang, 2020; Zheng et al., 2015).  

In the context of breast cancer, a few studies have shown that Tim-3 blockade on breast cancer 

immune cells can improve the anti-ǘǳƳƻǳǊ ǊŜǎǇƻƴǎŜ ƛƴ ǾƛǘǊƻΦ ʴʵ ¢-cells from breast cancer 

patients were cultured and demonstrated that Tim-3 upregulation during ex vivo expansion 

contributed to dysfunction and markedly promoted apoptosis of these cells. Importantly, Tim-3 

inhibition effectively restored their function in vitro (Guo et al., 2020). Another study revealed 

Tim-3 upregulation on tumour-infiltrating immune cells from human primary breast cancer 

explant cultures. Notably, Tim-3 blockades enhanced immune responses and suppressed cancer-

related pathways, exerting anti-tumorigenic effects in vitro (Saleh et al., 2020). 

Additionally, oncolytic viruses are already used clinically for certain cancer types and are under 

clinical trials for many others, including breast cancer, as mentioned in section 1.3. These viruses, 

including adenovirus, vaccinia virus, reovirus, and HSV-1, have demonstrated anti-tumour effects 

showing effective cytotoxicity resulting in efficient killing of BC cells in vitro (Zeng et al.,2013; 

Cody et al.,2014; Ghouse et al.,2020; Cheng et al.,2018; Fan et al.,2016; Chen et al.,2016; Liu and 

Rabkin,2005; Wang et al.,2012; Nanni et al.,2013; Zeng et al.,2013; Guo et al.,2020). Moreover, 

as previously mentioned, OVs can be armed with reporter genes, cytotoxic transgenes, and have 

the potential to induce immune responses that modify the tumour microenvironment. Some 

studies have combined OVs with other agents or genetically modified them to enhance 

therapeutic effects. For instance, combining histone deacetylase inhibitors or paclitaxel with 

oncolytic HSV has shown improved anti-tumour activity including inducing of mitotic arrest and 
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apoptosis (Zeng et al.,2013) or improvement of virus replication (Cody et al.,2014) in vitro. 

Furthermore, arming an oncolytic HSV with interleukin-12 or the carboxyl-terminus of protein 

phosphatase 1 regulatory subunit 15A (MyD116/GADD34) has led to enhanced viral replication, 

cytotoxicity in vitro (Ghouse et al.,2020; Cheng et al.,2018) and inhibition of tumour growth, 

tumour angiogenesis, and prevention of lung metastasis in vivo (Ghouse et al.,2020). 

Overall, although both Tim-3 inhibition and oHSV have shown promise in preclinical studies, their 

monotherapy is not sufficient to complete anti-tumour responses. Thus, combination therapy of 

Tim-3 inhibition and oHSV could provide better therapeutic outcomes. 

 

Subsequently, the aim of this chapter was to assess the outcomes of inhibiting Tim-3 with/without 

oHSV-1 in BC cell lines. This was investigated by Alamar Blue, cell migration and invasion assays 

following treatment of a panel of human BC cell lines.  

The specific aims were to determine; 

 IC50 values of 3 oHSV-1 viruses 

 Cytotoxicity analysis via Alamar Blue assay on human and mouse BC cell lines  

 BC cell migration using a scratch/wound healing assay   

 BC cell Invasion using the flouroblock transwell Matrigel assay. 
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4.2. IC50 evaluation of BC cell lines in response to the oncolytic viruses HSV-1716, HSV-

E17RL1del7, HSV-V17RL1del2 

 

The oncolytic effect of three oHSV-1 viruses (HSV-1716, HSV-E17RL1del7, HSV-V17RL1del2) was 

assessed in 3 BC cell lines. HSV-E17RL1del7, HSV-V17RL1del2 were provided by Dr Joe Conner and 

are genetic variants of HSV-1716 that have not yet been investigated. IC50 values were 

determined by Alamar blue assay on 1st,2nd,5th, and 7th day post infection. The concentration 

of virus used was MOI 30, 10, 3, 1, 0.3, 0.1 and, 0.03, this range has been determined by HSV-

1716 on MDA-MB-231. In this experiment the IC50 for infected cells was measured. This 

determines the concentration of a virus that causes death of half the number of total cells (See 

Appendix 7.3. for raw data). Therefore, it could be used to compare their effectiveness and 

determine concentrations for other experiments. 

 

In MCF-7 cells, which are ER+, PR+, HER2-, all 3 virus types caused a significant decrease in cell 

viability in the first 24 hours (Figure 4.1.), with the highest cell death and the lowest IC50 value 

(0.1863) in the HSV-1716 group. HSV-E17RL1del7 was also effective at the 24 h time point with 

an IC50 of 0.2489. However, at 48 hours to 168 hours the IC50 for HSV-1716 and HSV-E17RL1del7 

increases suggesting these viruses were more effective at the earlier time point. On the other 

hand, HSV-V17RL1del2 activity exhibited the lowest IC50 at the 48 (0.04970) and 120 hours 

(0.2652) post-infection compared to the other viruses. This suggests that this virus is more 

effective at later time points. At 168 hours, a decrease in the efficiency of all 3 virus types was 

observed and the lowest IC50 value was in the HSV-E17RL1del7 group. 
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Similar to MCF-7 cell line, all 3 virus types caused a significant decrease in cell viability in the first 

24 hours in the MDA-MB-231 cell line which belongs to the TNBC group (Figure 4.2.). In this cell 

line the lowest IC50 value (0.08964) with the highest cell death was observed with the HSV-1716 

treatment group at 24 h, and this IC50 value was low compared to that of the other 2 groups (IC50 

values HSV-E17RL1del7 = 0.9906, HSV-V17 RL1del2 = 0.4682). However, HSV-1716 was less 

effective over time. At 120 and 168 hours, the HSV-V17RL1del2 group exhibited a significant 

increase in cell death compared to the other viruses and displayed the lowest IC50 (0.3474 and 

0.1480, respectively) compared to the other treatments. This suggests that this virus is more 

effective at later time points for MDA-MB-231 cells, and this may be important for long term 

treatment. 

 

All 3 virus types in the SKBR-3 cell line caused a significant decrease in cell viability in the first 24 

hours (Figure 4.3.). The lowest IC50 value (0.1101) with the highest cell death was observed in 

the HSV-1716 group. After 48-hours evaluation, there was an increase in cell death of all groups 

and the lowest IC50 value (0.08171) was in the HSV-1716 group. At 120 hours, only the 

HSVV17RL1del2 group continued this increasing trend of cell death. At the end of the 168 hours 

period, the lowest IC50 value (0.6315) was also found in this group. This suggests that HSV-1716 

is more effective at the earlier time points while HSV-V17RL1del2 is more effective at later time 

points. 
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Figure 4.1. HSV-1716, HSV-E17RL1del7, HSV-V17RL1del2 reduce cell viability in MCF7 BC cells. MCF7 cells were plated into 96 well plates at 5x103 and infected 
with 3 types of HSV at concentrations of MOI 30,10,3,1,0.3,0.1,0.03. Alamar blue reagent was added, and plates were read at 24-, 48-, 120- and 168-hours post 
infection on a fluorescent plate reader at excitation peak 570nm and emission peak 585nm. The data are normalised to the corresponding non-treated control 
cells the graphs generated using GraphPad Prism software for IC50 calculations. Data are the Mean ± SEM for n=3 independent experiments.
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Figure 4.2. HSV-1716, HSV-E17RL1del7, HSV-V17RL1del2 reduce cell viability in MDA-MB-231 BC cells. Cells were plated into 96 well plates at 5x10^3 and 

infected with 3 types of HSV at concentrations of MOI 30,10,3,1,0.3,0.1,0.03. Alamar blue reagent was added, and plates were read at 24-, 48-, 120- and 168-

hours post infection on a fluorescent plate reader at excitation peak 570nm and emission peak 585nm. The data are normalised to the corresponding non-treated 

control cells the graphs generated using GraphPad Prism software for IC50 calculations. Data are the Mean ± SEM for n=3 independent experiments.   
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Figure 4.3. HSV-1716, HSV-E17RL1del7, HSV-V17RL1del2 reduce cell viability in SKBR-3 BC cells. SKBR-3 cells were plated into 96 well plates at 5x103 and infected 

with 3 types of HSV at concentrations of MOI 30,10,3,1,0.3,0.1,0.03. Alamar blue reagent was added, and plates were read at 24-, 48-, 120- and 168-hours post 

infection on a fluorescent plate reader at excitation peak 570nm and emission peak 585nm. The data are normalised to the corresponding non-treated control 

cells the graphs generated using GraphPad Prism software for IC50 calculations. Data are the Mean ± SEM for n=3 independent experiments.
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4.2. Use of Alamar blue assays to investigate the cytotoxicity of HSV-1716, HSV-E17RL1del7, 

HSV-V17RL1del2 on BC cell lines in combination with Tim-3 

 

The IC50 values were used to determine optimal virus concentrations. For the following Tim-3 

experiment, HSV-1716 was used initially as this is the most characterised virus. of MOI 1 was used 

for the HSV-1716 virus concentration, since this induced cell death over a 7-day period. The anti-

Tim-3 concentration range administered was 5 mg/mL, 2.5 mg/mL, 1.25 mg/mL, this range was 

selected from the literature (Hastings et al., 2009). The experimental design included untreated 

cells, Ig control, anti-Tim-3, HSV-1716 + anti-Tim-3 and medium only for background.  

 

In the MCF7 cells, Tim-3 showed a trend towards reducing cell viability at 24 h but this was only 

significant at a concentration of 2.5 mg/ml and not at higher or lower concentrations of Tim-3. 

Further experimental repeats would help to confirm if this is reproducible. However, the 

combination of HSV-1716 + anti-Tim-3 treatment significantly reduced cell viability at all 

concentrations and time intervals compared to the control group (Figure 4.4.). Moreover, this 

effect was sustained and most prominent 7 days post -treatment, where nearly all the cells lost 

viability. 

 

Next, Tim-3 inhibition was assessed in the MDA-MB-231 cell line (Figure 4.5.). This cell line was 

significantly more sensitive to anti-Tim-3 when given alone particularly at the 5 mg/ml where cell 

viability reduced over time compared to the control group. Loss of viability with TIM-3 treatment 

was dose-dependent at all times tested. In addition, when combined with HSV-1716 a more 

synergistic effect was observed whereby all concentrations of anti-Tim-3 led to a reduction in cell 

viability at all the time points. 
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Finally, the same experiments as above were repeated in the SKBR-3 cell line. Here the anti-Tim-

3 group showed no significant effects on cell viability at most concentrations and time points 

compared to the control group (Figure 4.6.). However, the HSV-1716 + anti-Tim-3 treatment 

group significantly reduced cell viability at most concentrations and time points compared to the 

control group. This cell line was the least sensitive to Tim-3 inhibition alone or in combination 

with HSV-1716. 

 

Following the human BC cell line, these treatment groups were performed in mouse cell lines by 

MSc student Soumya Rupangudi under my supervision. E0771 and 4T-1 BC cell lines mimicking 

human TNBC subtype (Schrörs et al., 2020) were used. Experiments were carried out identical to 

the human BC cell lines. The combination treatment demonstrated more cell death till 72 hours, 

all treatment groups presented a trend towards declining cell viability over time compared to the 

control group. Moreover, the least cell viability was obtained in HSV-1716 alone and combination 

treatment groups. However, these 2 groups exhibited a similar reduction considering that adding 

Tim-3 did not contribute to viability declining as Tim-3 alone group showed less cell viability than 

the combination (Figure 4.7.). 
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Figure 4.4. Combination treatment with Tim-3 inhibition and HSV-1716 infection reduces cell viability in MCF-7. Anti-Tim-3 

antibody and, HSV-1716+ anti-Tim-3 antibody were administrated on MCF-7 at different concentrations which are 5 mg/ml, 2.5 

mg/ml, 1.25 mg/ml for antibodies: MOI 1 for HSV-1716. Alamar blue reagent was added, and plates were read at 24-, 48-, 120- 

and 168-hours post infection on a fluorescent plate reader at excitation peak 570 nm and emission peak 585 nm. Data is shown as 

mean ± SEM for n=3 independent experiments, where * = P<0.05 after the application of a Three Way AMOVA with multiple 

comparison to control. 
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Figure 4.5. Combination treatment with Tim-3 inhibition and HSV-1716 infection reduces cell viability in MDA-MB-231. Anti-

Tim-3 antibody and, HSV-1716+ anti-Tim-3 antibody were administrated on MDA-MB-231 at different concentrations which are 

5 mg/ml, 2.5 mg/ml, 1.25 mg/ml for antibodies: MOI 1 for HSV-1716. Alamar blue reagent was added, and plates were read at 

24-, 48-, 120- and 168-hours post infection on a fluorescent plate reader at excitation peak 570 nm and emission peak 585 nm. 

Data is shown as mean ± SEM for n=3 independent experiments, where * = P<0.05 after the application of a Three-Way ANOVA 

multiple comparison to control. 
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Figure 4.6. Combination treatment with Tim-3 inhibition and HSV-1716 infection reduces cell viability in SKBR-3. Anti-Tim-3 

antibody and, HSV-1716+ anti-Tim-3 antibody were administrated on SKBR-3 at different concentrations which are 5 mg/ml, 2.5 

mg/ml, 1.25 mg/ml for antibodies: MOI 1 for HSV-1716. Alamar blue reagent was added, and plates were read at 24-, 48-, 120- 

and 168-hours post infection on a fluorescent plate reader at excitation peak 570 nm and emission peak 585 nm. Data is shown 

as mean ± SEM for n=3 independent experiments, where * = P<0.05 after the application of a Three Way ANOVA with multiple 

comparison to control. 

 

  

 

 

 

 

 



145 

 

Figure 4.7. Combination treatment with Tim-3 inhibition and HSV-1716 infection reduces cell viability in mice BC cell lines 

which are 4T1 and E0771. Anti-Tim-3 antibody and HSV-1716 + anti-Tim-3 antibody were administered on 4T1 and E0771 at 

concentration of 5 mg/ml for antibodies: MOI 3 for HSV-1716. Alamar blue reagent was added, and plates were read at 24-, 

48-, 72-, 120- and 168-hours post infection on a fluorescent plate reader at excitation peak 570 nm and emission peak 585 nm.  

The data, n=3 independent trials, is displayed as mean with Standard Deviation (SD). A two-way ANOVA is employed to analyse 

and compare mean of each treatment trial with each other. Here *=P<0.05 and ****=P<0.01 as observed between the control 

and HSV-1716 the control and the combination treatment on the 5th and 7th day post treatment.  
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4.3. The effect of anti-Tim-3 and oHSVs on migratory potential of BC cell lines 

 

Wound healing assays were performed to evaluate cell migration behaviour. This was carried out 

by scratching the cell surface of the cell monolayers with a pipette tip followed by exposing to 

cells to the treatments below. Cells were then imaged until the scratch closed completely at 

dedicated time periods as mentioned in the method section 2.2.8. 

 

The nine treatment groups using in the assay on BC cell lines; 

 Control cells treated with serum-free medium  

 Cells treated with control (IG) antibody 

 Cells treated with TIM-3 antibody 

 Cells infected with HSV-1716 

 Cells infected with HSV-E17 

 Cells infected with HSV-V17 

 Cells infected with HSV-1716 + anti-Tim-3 antibody 

 Cells infected with HSV-E17 + anti-Tim-3 antibody 

 Cells infected with HSV-V17 + anti-Tim-3 antibody 

 

The scratch was imaged using the EVOS microscope and the data normalised to the 

corresponding non-treated control cells. All the graphs were generated using GraphPad Prism 

software using Two-way ANOVA as shown in Figures 4.8. to 4.10. 
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MCF-7 cells were treated with 9 different groups and imaged at 0, 6, 18 and 24 hours. After 6 

hours of treatment, all groups, except theHSV-E17 + anti-Tim-3 combination group, 

demonstrated a statistically significant decreases in migration compared to the control group 

(Figure 4.8.). Furthermore, the greatest inhibition of cell migration was seen in the HSV-V17 

group at 6 hours.  

 At the end of 18 hours, it was determined that this significant inhibitory effect was maintained 

only by the HSV-1716 + anti-Tim-3 combination group. When the last time period was evaluated, 

all groups caused considerable decreased migration. To conclude, in the last two time periods, 

the distinguished result was obtained from the HSV-1716 + anti-Tim-3 combination groups. 

 

The same treatment groups were applied to MDA-MB-231 cells and imaged at 0, 18 and 24 hours. 

However, no significant difference was obtained in any group or time period tested (Figure 4.9.). 

 

For SKBR-3 cells, migration was evaluated at 24, 48 and 72 hours. At 48 hours post treatment the 

HSV-1716 + anti-Tim-3 and HSV-E17 + anti-Tim-3 combination treatment groups resulted in 

significantly reduced BC migration (Figure 4.10.). Although at this time point, most of the group 

treatments appeared to prevent migration (blue lines presented visual size differences compared 

to the control group). However, no statistical difference was observed. At 72 hours, all groups 

excluding the HSV-V17 + anti-Tim-3 combination group exhibited a significant decrease in 

migration. The most evident decrease in both periods of time was detected in the combination 

group of HSV-1716+anti-Tim-3. To conclude, HSV-E17, HSV-E17 + anti-Tim-3 and HSV-1716 + anti-

Tim-3 combination treatment groups showed statistically significant reductions in BC cell 

migration. 
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Figure 4.8. Representative images of migration assay by Tim-3 blocking with/without HSV-1716/-E17/-V17 on MCF-7 cell lines. Cells were blocked with anti-TIM-3 
at concentration of 5 mg/ml, with/without viruses at MOI 1. This experiment was repeated 3 times and images were taken at 0, 6, 18 and 24 hours. Data are mean ± 
SEM. The data normalised to the corresponding non-treated control cells and analysed by Two-way ANOVA.
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Figure 4.9. Representative images of migration assay by Tim-3 blocking with/without HSV-1716/-E17/-V17 on MDA-MB-231 cell lines. Cells were blocked 

with anti-TIM-3 at concentration of 5 mg/ml, with/without viruses at MOI 1. This experiment was repeated 3 times and images were taken at 0, 18, and 24 

hours. Data are presented as mean ± SEM. The data are normalised to the corresponding non-treated control cells and analysed by Two-way ANOVA. 
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Figure 4.10. Representative images of migration assay by Tim-3 blocking with/without HSV-1716/-E17/-V17 on SKBR-3 cell lines. Cells were blocked with 

anti-TIM-3 at concentration of 5 mg/ml, with/without viruses at MOI 1. This experiment was repeated 3 times and images were taken at 0, 24,4 8 and 72 

hours. Data are presented as mean ± SEM. The data are normalised to the corresponding non-treated control cells and analysed by Two-way ANOVA.
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4.4. The effect of anti-Tim-3 and oHSVs on the invasion potential BC cell lines 

 

Invasion assays were performed to evaluate treatment on behaviour of BC cell invasion. Briefly, 

cells were exposed to Mitomycin C and Matrigel was added to Flouroblock Transwells by 

incubating for 2 hours. Cells and treatments were mixed and then added to the transwells. After 

24 hours incubation (48 hours for SKBR-3), wells were stained with Calcein AM followed by 45 

min incubation.  

 

Tests were carried out including nine treatment groups on 3 BC cell lines; 

1. Control cells treated with serum-free medium  

2. Cells treated with control (IG) antibody 

3. Cells treated with TIM-3 antibody 

4. Cells infected with HSV-1716 

5. Cells infected with HSV-E17 

6. Cells infected with HSV-V17 

7. Cells infected with HSV-1716 + anti-TIM-3 antibody 

8. Cells infected with HSV-E17 + anti-TIM-3 antibody 

9. Cells infected with HSV-V17 + anti-TIM-3 antibody 

 

Wells then were imaged by EVOS microscope at 4x magnification, and the data are normalised 

to the corresponding non-treated control cells the graphs generated using GraphPad Prism 

software using Two-way ANOVA as shown in Figures 4.12.,4.14.,4.16. 
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This experiment is based on movement of the treated/untreated cells from the top of transwell 

to the bottom of the well through the Matrigel. FBS provides the factors that attract cells across 

the barrier as they a have high content of migration stimulating proteins. Furthermore, Matrigel 

is a solubilized basement membrane extracted from mouse sarcoma, rich in such ECM proteins 

as laminin (a major component), collagen IV, heparan sulphate proteoglycans, entactin/nidogen, 

and a number of growth factors, and so mimics the in vivo tumour microenvironment.  Cells then 

passing through the Matrigel are considered invasive while those staying on the top of the 

transwells are non-invasive cells in this experiment.  Imagining was carried out from the top of 

wells showing non-invasive cells labelled green. 

 

MCF-7 cells were treated with 9 different groups and imaged at 24 hours using the EVOS 

microscope. Tim-3 inhibition (Figure 4.11.-number 3) and HSV-V17 exposed treatment group 

(Figure 4.11.-number 9) had more green labelled cells (that had not invaded the Matrigel) 

compared to other treatments and control group. Furthermore, statistical analysis showed 

considerable changes in the same groups (Figure 4.12.).  
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Figure 4.11. Representative images of an invasion assay following treatment with Tim-3 blocking with/without HSV-1716/-

E17/-V17 on MCF-7 cell lines. Cells were blocked with anti-TIM-3 at concentration of 5 ug/ml, with/without HSV-1716, -E17, -V17 

viruses at MOI 1,3,10 respectively. Combination treatment groups were labelled with numbers and combination-1: combination 

of HSV-1716 and anti-Tim-3 antibody, -2: combination of HSV-E17 and anti-Tim-3 antibody, -3: combination of HSV-V17 and anti-

Tim-3 antibody. Images represent non-invasive cells by green fluorescence dye and were taken from top of the transwells. This 

experiment was repeated 3 times and images were taken at 24 hours. 

Control Isotype anti-Tim-3

HSV-1716 HSV-E17  HSV-V17

Combination-1 Combination-2 Combination-3
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Figure 4.12. Combination of Tim-3 inhibition and HSV-V17 treatment showed reduced in invasiveness of MCF-7 cells. Cells were 

blocked with anti-TIM-3 at concentration of 5 mg/ml, with/without HSV-1716, -E17, -V17 viruses at MOI 1,3,10 respectively. 

Treatment groups were labelled with numbers and number 1: control ,2: Ig antibody, 3: anti-Tim-3 antibody, 4: HSV-1716, 5: HSV-

E17, 6: HSV-V17, 7: combination of HSV-1716 and anti-Tim-3 antibody, 8: combination of HSV-E17 and anti-Tim-3 antibody, 9: 

combination of HSV-V17 and anti-Tim-3 antibody. Data are mean ± SEM. This experiment was repeated 3 times, and the data are 

normalised to the corresponding non-treated control cells. The graphs show the uninvaded cells and were generated using 

GraphPad Prism software and analysed using One-way ANOVA. 

 

 

The same treatment groups were applied to MDA-MB-231 cells as in MCF-7 cell lines and imaged 

at 24 hours. However, no meaningful results were obtained in any group. Although the Tim-3 

treatment group did not show statistical significance evaluated in terms of cell count, they 

exhibited a tend towards less invasion (Figure 4.13.-number 3 and Figure 4.14.).  
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Figure 4.13. Representative images of an invasion assay following treatment with Tim-3 blocking with/without HSV-1716/-E17/-

V17 on MDA-MB-231 cells. Cells were blocked with anti-TIM-3 at concentration of 5 mg/ml, with/without HSV-1716, -E17, -V17 

viruses at MOI 3,30,30 respectively. Combination treatment groups were labelled with numbers and combination-1: combination of 

HSV-1716 and anti-Tim-3 antibody, -2: combination of HSV-E17 and anti-Tim-3 antibody, -3: combination of HSV-V17 and anti-Tim-

3 antibody. Images represent non-invasive cells by green fluorescence dye and were taken from top of the transwells. Data are mean 

± SEM. This experiment was repeated 3 times and images were taken at 24 hours. This experiment was repeated 3 times and images 

were taken at 24 hours.  

Control Isotype anti-Tim-3

HSV-1716 HSV-E17  HSV-V17

Combination-1 Combination-2 Combination-3
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Figure 4.14. There are no significant differences on all treatment groups in invasiveness of MDA-MB-231 cells. Cells were blocked 

with anti-TIM-3 at concentration of 5 mg/ml, with/without HSV-1716, -E17, -V17 viruses at MOI 1, 3, 10 respectively. Treatment 

groups were labelled with numbers and number 1: control ,2: Ig antibody, 3: anti-Tim-3 antibody, 4: HSV-1716, 5: HSV-E17, 6: HSV-

V17, 7: combination of HSV-1716 and anti-Tim-3 antibody, 8: combination of HSV-E17 and anti-Tim-3 antibody, 9: combination of 

HSV-V17 and anti-Tim-3 antibody. Data are mean ± SEM. This experiment was repeated 3 times, and the data are normalised to 

the corresponding non-treated control cells. The graphs show uninvaded cells and were generated using GraphPad Prism software 

and analysed using One-way ANOVA. 

 

 

 

Finally, the same experiments as above were repeated in the SKBR-3 cell line and imaged at 48 hours. 

All HSV types exposed treatment groups (Figure 4.15.-number-4, -5, -6) and one of combination 

groups HSV-1716+anti-Tim-3 exposed treatment group (Figure 4.15.-number 7) had more green 

labelled cells (that had not invaded the Matrigel) compared to other treatment groups and control 

group. Furthermore, statistical analysis showed considerable changes in the same groups (Figure 

4.16.). Although the HSV-V17 + anti-Tim-3 exposed treatment group did not show statistical 

significance evaluated in terms of cell count, they exhibited a tend towards less invasion (Figure 

4.15.-number 9 and Figure 4.16.). 
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Figure 4.15. Representative images of an invasion assay following treatment with Tim-3 blocking with/without HSV-1716/-

E17/-V17 on SKBR-3 cell lines. Cells were blocked with anti-TIM-3 at concentration of 5 mg/ml, with/without HSV-1716, -E17, -

V17 viruses at MOI 1, 3, 10 respectively. Combination treatment groups were labelled with numbers and combination-1: 

combination of HSV-1716 and anti-Tim-3 antibody, -2: combination of HSV-E17 and anti-Tim-3 antibody, -3: combination of HSV-

V17 and anti-Tim-3 antibody. Images represent non-invasive cells by green fluorescent cells and were taken from top of the 

transwells. This experiment was repeated 3 times and images were taken at 48 hours.  

Control Isotype anti-Tim-3

HSV-1716 HSV-E17  HSV-V17

Combination-1 Combination-2 Combination-3
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Figure 4.16. Combination of Tim-3 inhibition HSV-1716 and each of all HSV types exposed treatments showed reduced in 

invasiveness of SKBR-3 cells. Cells were blocked with anti-TIM-3 at concentration of 5 mg/ml, with/without HSV-1716, -E17, -V17 

viruses at MOI 1, 3, 10 respectively. Treatment groups were labelled with numbers and number1: control ,2: Ig antibody, 3: anti-

Tim-3 antibody, 4: HSV-1716, 5: HSV-E17, 6: HSV-V17, 7: combination of HSV-1716 and anti-Tim-3 antibody, 8: combination of 

HSV-E17 and anti-Tim-3 antibody, 9: combination of HSV-V17 and anti-Tim-3 antibody. Data are mean ± SEM. This experiment 

was repeated 3 times, and the data are normalised to the corresponding non-treated control cells. The graphs show uninvaded 

cells and were generated using GraphPad Prism software and analysed using One-way ANOVA. 
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4.6. Discussion 

 

Immune checkpoints (ICs) normally prevent excessive T cell activation and maintain self-

tolerance. However, disruptions in this balance, often due to epigenetic or genetic factors, can 

lead to cancer and upregulation of ICs, thereby suppressing T cell activity (Huang et al., 2019; 

Sakowska et al., 2022). This upregulation has been implicated in tumour progression across 

various cancers (Lisi et al., 2022; Shukla and Steinmetz, 2016; Topalian et al., 2014) and has led 

to the clinical use of IC inhibitors (ICIs). While ICIs have shown clinical benefits (Hargadon et al., 

2018), the efficacy of these new drugs is limited in some patients, particularly with "cold" 

tumours that lack sufficient immune infiltration needed for the inhibitors to work(Liu and Sun, 

2021). Oncolytic viruses (OVs) like the HSVs used in this chapter can reshape the tumour 

microenvironment (TME) by inducing immunogenic cell death and recruiting immune cells 

(Achard et al., 2018). This enhanced immune response can synergize with ICIs, improving their 

efficacy by enabling T cell infiltration into tumours (Chon et al., 2019). 

 

This chapter investigated the effects of arming of oHSV with a Tim-3 inhibitor on cell viability, 

migration, and invasion in vitro.  

 

First of all, the IC50 data confirmed that all three viruses reduced cell viability across all the 

human BC cell lines. The most studied of these viruses (HSV-1716) had a more pronounced effect 

on cell viability in the first 24 hours in all cell lines. However, this effect was not so evident over 

the 7 days period. The other 2 viruses (HSV-E17, HSV-V17) were also effective, and this is the first 

time this has been demonstrated in any cancer. For instance, in the MCF-7 cell line, HSV-

E17RL1del7 showed a decreasing-increasing-decreasing graph on 2nd, 5th, and 7th post infection 

days, respectively, while the efficacy in the SKBR-3 cell line showed an increasing-decreasing-

increasing cell viability. It is not clear why this is the case and more experimental repeats may 

help confirm if this is a genuine phenomenon. It could be that the different subtypes of BC 

influence their sensitivity to HSV.  
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For example, the doubling time of MCF-7 is 30-40 hours, while this time is 20 hours for MDA-MB-

231 and so the rate of cell growth may influence infection. Also, the HSV viral life cycle is 18-20 

hours. Therefore, the doubling time of the MDA-MB-231 cell line and the virus are close to each 

other and may have an effect on the transformation of the efficacy in a decreasing and then 

increasing trend. It is also possible that the different BC cells express different levels of HSV-1 cell 

surface receptors, and this could affect infection kinetics.  

 

Furthermore, these viruses have different genetic modifications, and this could lead to the 

differences observed, as mutations in the virus glycoproteins could affect HSV-1 cell attachment 

factors (Peters and Rabkin, 2015). It is interesting that HSV-V17RL1del2 works better at the longer 

time point, and this could be important in a therapeutic setting as it would give longevity to the 

response. It is the first time that we have seen long lasting responses to a HSV virus our previous 

research on HSV-1716 was limited to earlier timepoints (Kwan et al., 2021). If time was permitting, 

additional methods for investigating cell death would be employed to confirm these data and 

confirm mechanisms of cell death. For example, previous studies from our team have shown that 

HSV-1716 (MOI 10) induces immunogenic cell death in BC cells (MDA-MB-231 and E0771) with 

an upregulation in ATP, HMGB1 and expression of calreticulin, in immunogenic cell death (ICD) 

markers (IFN- , HSPA1A, NF-ˁʲΣ ŀƴŘ ¢bC-ʰύΣ ƴƻƴ-ICD marker (LC3B) and apoptosis (CASP3 and 

CASP8) were significantly upregulated (Howard et al., 2022). This could be done using ELISA assay, 

ENLITEN ATP assay and, Real Time PCR.     

 

Once the IC50 data for the viruses were obtained, the effect of Tim-3 blocking alone and, in 

combination with HSV-1716 in all the human BC cell lines was investigated. Tim-3 inhibition on 

its own was least effective at reducing cell death even across the 7 days incubation. However, 

the combination with HSV-1716 showed a significant decrease across all the anti-Tim-3 antibody 

concentrations suggesting that OV makes the cell lines more sensitive to the inhibitor. 
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Next the effect of the OV and anti-Tim-3 ICI on 2 mouse BC cell lines was investigated. 4T-1 and 

E0771 cells are different subtypes of BC. For instance, 4T-1 has a metastatic profile and the 

doubling is 12.6 hours. Whereas E0771 is poorly metastatic compared to 4T-1 and doubling 

occurs in 5-6 days, while the HSV viral life cycle is 18-20 hours, which may have an effect on the 

transformation of the efficacy and stability of the antibody. The decreased viability of Murine BC 

cells after HSV-1716 infection in vitro suggests that HSV-1716 has cancer cell-killing capacity at a 

MOI 3.  

Across the research, there was a significant decrease in the viability of BC cells in both the HSV-

1716 treated groups, whether alone or in combination with an Ab. Both mAbs (Isotype Ab and 

Anti-Tim-3 Ab) were examined in the viability assay to determine their role in toxicity and cancer 

cell growth. They show no symptoms of toxicity to cells at first, but there is a decrease in cells 

viability on days 5 and 7. The identical findings of the combination therapy and standalone OVT 

demonstrate that the addition of the anti-Tim-3 Ab together with the OV HSV-1716 does not 

impair viral function. Because HSV-1716 alone and in combination with the Ab have a similar 

cytotoxic impact on BC cells, it may be concluded that HSV-1716 and anti-Tim-3 Ab are 

complimentary in vitro. 

 

 Previous studies have established that TIM-3 is upregulated in various cancers (Baitsch et al., 

2011; Fourcade et al., 2010; Gao et al., 2012a). This upregulation has been linked to increased 

cell proliferation, migration, and invasion including BC cells (Cheng et al., 2018),  HCC cells (Lin et 

al., 2017),  glioblastoma (Guo et al., 2022a). Furthermore, it was found to be significantly 

correlated with clinical stage and metastasis (Cheng et al., 2018) in BC patients and with 

pathogenesis and cancer progression in NSCLC patients (Gao et al., 2012a). Our own findings from 

the migration and invasion assays align with these observations. In MCF-7 and SKBR-3 cell lines, 

all treatment groups significantly impeded migration, with the HSV-1716 + anti-Tim-3 

combination showing the most potent effect. Similar patterns were observed in the invasion 

assay. In MCF-7 cells, anti-Tim-3 treatment alone and HSV-V17 significantly inhibited invasion, 

with anti-Tim-3 again showing the strongest effect.  
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In SKBR-3 cells, all HSV-based treatments and the HSV-1716 + anti-Tim-3 combination 

significantly reduced cell invasion. However, MDA-MB-231 cells, a more aggressive subtype, 

exhibited any significant resistance to all treatments for migration and minimal response to 

invasion (Figure 4.9. and 4.14.). This suggests that the efficacy of this treatment approach may 

vary depending on tumour subtype and aggressiveness and this may need to be considered for 

patient treatment. Of note, the invasion assay used in this project counted noninvaded cells, 

therefore another invasion methods could be used to improve the data such as staining and 

counting cells that had invaded (Justus et al., 2014).    

 

Our findings align with previous studies demonstrating the pro-migratory and pro-invasive roles 

of TIM-3 in epithelial ovarian cancer and BC. These previous studies examined the migration and 

invasion effects on over-expression and depleted Tim-3 genes using pcDNA/ADV-Tim-3 

(recombinant adenovirus vectors containing a fragment of Tim-3 cDNA) or siRNA to knockdown 

Tim-3, in vitro. Silencing the Tim-3 inhibited the migratory and invasiveness of cells while over-

expression of Tim-3 improved these abilities (Cheng et al., 2018; Huo et al., 2022) .  

 

Whilst this chapter focuses on cells grown in 2D, our findings indicate the diverse responses of 

BC cell lines to treatment, even within the same disease. This variability likely stems from 

differences in tumour subtypes and their associated ER/PR/HER2 status, as well as varying levels 

of Tim-3 expression observed in section 3.2. Additionally, the order of treatment administration 

could impact efficacy. HSV infection might neutralize the anti-Tim-3 antibody, suggesting that 

delaying antibody treatment after HSV infection (2-4 hours) might be more effective. Optimizing 

treatment schedules and considering subtype-specific responses will be crucial for maximizing 

therapeutic benefit.  

 

https://paperpile.com/c/CYoRLJ/5PtG+uufY
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Despite these divergences, our findings provide compelling evidence for the potential of 

combining oHSV and anti-Tim-3 antibodies to suppress migration and invasion in BC cell lines. 

This aligns with previous studies highlighting the pro-migratory and pro-invasive roles of TIM-3.  

If more time was permitted, it would be important to determine how this drug combination 

works in 3D models of BC using tumour spheroids and is discussed in the future work section 

(chapter 6). The next chapter will delve further into exploring this promising treatment strategy 

in an animal model of BC. 

Summary 

This chapter showed for the first time the effects of inhibiting Tim-3 in combination with the virus 

HSV-1716 in BC cell lines in vitro. The data showed a significant reduction on tumour cell viability, 

cell migration and invasion in MCF-7 and SKBR-3 but this was not statistically significant in the 

aggressive MDA-MB-231 cells. 
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CHAPTER 5  

The effect of anti-Tim-3 and HSV-1716 in 

animal models of BC 
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5.1. Introduction 

Animal models are often used to investigate drug mechanisms/efficacy and disease pathways in 

preclinical research to mimic human pathology. These include syngeneic and xenograft models 

offering a tumour microenvironment (Le Naour et al., 2020a) with normal immune system 

function. These are called immunocompetent murine models (Tao et al., 2008a). Moreover, 

orthotopic transplantation of tumour cells, such as BC mouse cells into the mammary fat pad, 

mimics primary tumour growth leading to spontaneous metastasis similar to human cancers 

including tumour vascularity, metastatic pathway, histology, gene expression, resistance to 

chemotherapy (Khanna and Hunter, 2005). Cancer cells can also be implanted into the blood 

circulation such as intracardiac infusion for bone metastasis, tail vein injection for lung 

metastasises or portal vein injection for liver metastasis. However, implanting into the circulation 

is an opportunity for assessing organ colonization, not for metastatic processes (Fantozzi and 

Christofori, 2006).  

Xenograft models is where the cancer cells are derived from different species such as human 

cancer cells. For this to be successful the immune system is suppressed in these mice to prevent 

graft reaction and these are called immunocompromised animals (Khanna and Hunter, 2005). 

These mice tend to lack an adaptive immune system and whilst useful for studying human 

tumours it is not possible to study complexed immunity (Clarke, 1996). Therefore, the advantage 

of syngeneic models is that they have normal immune system function allowing us to investigate 

cancer processes/therapeutics and the immune response (Fantozzi and Christofori, 2006; Khanna 

and Hunter, 2005). Two very common strains of mice for studying BC are C57BL/6 and Balb/c (Le 

Naour et al., 2020b). C57BL/6 became the first genome sequenced inbred strain (Waterston et 

al., 2002) and is receptive to mutations for genetic engineered research while refractory to many 

tumours including BCs (Le Naour et al., 2020b). Balb/c mice are useful as tumours implanted in 

these mice have the ability to spontaneously metastasise, and it has been showed they mimic 

advanced malignant BC metastasis in humans (Kau et al., 2012; Rashid et al., 2013; Tao et al., 

2008b). For instance, in the 4T-1 syngeneic model, tumour cells quickly metastasise to brain, lung, 

liver and bone (Fantozzi and Christofori, 2006).  
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There are genetically engineered mouse models (GEMMs) (Regua et al., 2021) and organoid 

models of BC (Srivastava et al., 2020). GEMMS are used to investigate genetic modifications on 

BC progression and types include tumour suppressor gene knock-out, tumorigenesis by cell 

fate/differentiation modulators, tumorigenesis by cell cycle regulators, tumour induction by 

virally-derived oncogenes, spontaneous tumorigenesis by receptor signalling, tumour induction 

by specific promoters and inducible transgenic BC murine models (Regua et al., 2021). An 

example of a GEMMS model, is the Polyoma Middle T (PyMT) antigen-derived model, which is 

used for studying TNBC in C57BL/6 or FVB mice and was first described in 1992. PyMT is 

transmembrane protein and promotes tumorigenesis activating PI3-kinase/AKT, MAP kinase, and 

PLC-ʴ ǎƛƎƴŀƭƭƛƴƎ ǇŀǘƘǿŀȅǎ (Regua et al., 2021). A disadvantage of this model is that it can take 

many weeks for multiple primary tumours to develop (14 weeks) and as a result it is no longer 

viable for studying metastasis as the animals need to be culled due to the substantive tumour 

burden caused by the primary tumours (Attalla et al., 2020). As mentioned above, there are a 

number of preclinical BC models that pertain to the different BC subtypes in different murine 

strains. The majority of these are TNBC, most likely because these are aggressive and grow well. 

This limits the models to some extent but can be overcome by using xenograft or patient derived 

xenograft (PDX) models (Souto et al., 2022). Mouse models of BC are highlighted in Table 5.1. 

BC Organoid models are an exciting recent alternative that entail embedding mammary epithelial 

fragments usually derived from patient samples in extracellular matrix and growing these in 3D 

cultures. These provide a platform that allow investigation of cellular and structural functions 

such as cell adhesion and matrix interactions, tissue morphology and environmental factors that 

impact on tumorigenesis (Srivastava et al., 2020). This important for clinically relevant cancer 

research and investigating treatment modalities in vitro in a more sophisticated preclinical model.  

Organoids are still early in their development as models and a downside to their use is sustaining 

the cultures long-term as the cells often die after a few days of culture. It is also necessary to 

have more standardised methods for processing organoids and understanding their culture and 

storage.  
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Table 5.1. Examples of murine BC models, the subtypes, strain of mice and method for implantation.  

BC cell subtypes Mice 
strain 

Implantation method Reference 

4T1/4T07 

(TNBC) 

BALB/c  Tail vein/ 

orthotopic ς mammary fat pat 

(Aslakson and Miller2, 
1992) 

E0771 

(ER+, PR-, HER2-) 

C57BL/6 Subcutaneous/ 

orthotopic ς mammary fat pat 

(Sugiura and Ciiester 
Stock, n.d.) 

(Johnstone et al., 2015a) 

E0771 

(ER+, PR-, HER2-) 

C57BL/6 Intracardiac and intramammary (Hiraga and Ninomiya, 
2019) 

D20R/D2A1 

(ER+, PR-, HER2-) 

SCID Tail vein (Naumov et al., 2003) 

EMT-6 

(TNBC) 

BALB/c Tail vein (Gauthier et al., 2004) 

LM3 

(ER+, PR+, HER2-) 

BALB/c Tail vein/ 

orthotopic ς mammary fat pat 

(Peters et al., 2003) 

M6C 

(TNBC) 

FVB subcutaneous (Holzer et al., 2003) 

Metastatic BC FVB-PyMT GEMMS  (Guy et al., 1992; Lifsted 
et al., 1998) 
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In the previous chapter it was shown that anti-Tim-3 and oHSVs displayed cytotoxic and anti-

tumour-properties in vitro. The aim of this chapter was to assess the effects of anti-Tim-3 

with/without HSV-1716 treatment in primary mouse mammary carcinoma models. This will allow 

an investigation into antitumour immunity in a more complex model. HSV-1716 was used as this 

was the most characterised of our oHSVs and has been widely tested in mouse models by us and 

others (Benencia et al., 2008; F. Howard et al., 2022; Kwan et al., 2021; Lambright et al., 1999; 

Toyoizumi et al., 1999).  

 

Two types of BC mouse cell lines (E0771 and 4T-1) were used and implanted into the mammary 

fat pads of C57BL/6 and Balb/c mice, respectively. EO771 is a murine breast adenocarcinoma cell 

line derived from C57BL/6 mouse at the Jackson laboratory in 1940(Dunham and Stewart, 1953.; 

Sugiura and Ciiester Stock, 1952). EO771 is a basal-like BC, which is positive for ER, negative for 

PR and HER2, and develops metastasis to the lung in C57BL/6 mice (Johnstone et al., 2015b). 4T-

1 is a murine BC cell line isolated from Balb/c mice (Miller et al., 1988)and metastasises to the 

lungs, liver, bone and brain (Yoneda et al., 2000; Lelekakis et al., 1999; Yang et al., 2004). 

 

The specific objectives were to determine the anti-tumour effects of; 

¶ Anti-Tim-3 and HSV-1716 on mouse body weight and mouse survival in E0771 and 4T-1 

preclinical mouse models. 

¶ Anti-Tim-3 and HSV-1716 on mammary tumour growth in E0771 and 4T-1 preclinical 

mouse models. 

¶ Anti-Tim-3 and HSV-1716 on tumour necrosis in E0771 and 4T-1 preclinical mouse models. 

¶ Anti-Tim-3 and HSV-1716 on tumour metastasis to the lung/liver in E0771 and 4T-1 

preclinical mouse models. 
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5.2. In vivo study design 

 

4T1-LUC cells and E0771-LUC cells (1x10^5 cells/mice) were implanted via intranipple injection 

into Balb/c and C57BL/6, respectively. Tumour progression was monitored every 2 days by 

manual measurement using callipers, alongside daily animal weighing. Each mouse strain was 

randomly divided into groups of n=8 mice. They received the first treatment when tumour size 

reached ~100 mm3. For Balb/c mice three doses were given in each treatment group on 

consecutive days, while C57BL/6 were given once a week. This treatment was based on 

tolerability to HSV-1716 as determined by our research group (Howard et al., 2022). HSV-1716 

treatment was given intravenously (IV) while anti-Tim-3 antibodies were received via the 

intratumoural route (Ju et al., 2022b) (Figure 5.1.). 

 

 

Figure 5.1. Schematic diagram to demonstrate the in vivo study design and treatment regimens for both mice strain. 
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The 5 treatment groups were as follows; 

1. Control mice: Injected IV with PBS in a volume 0.1 mL. 

2. Isotype mice: Injected intratumourally with isotype antibody (200 mg/mice) in a volume 0.1 

mL. 

3. Anti-Tim-3 mice: Injected intratumourally with anti-Tim-3 antibody (200 mg/mice) in a volume 

0.1 mL. 

4. HSV-1716 mice: Injected IV with HSV-1716 (105 pfu/mice for Balb/c and 106 pfu/mice for 

c57bl/6) in a volume 0.1 mL. 

5. Combination therapy: Injected IV with HSV-1716 (105 pfu/mice for Balb/c and 106 pfu/mice 

for C57BL/6) in a volume 0.L ml and intratumoural with anti-Tim-3 antibody (200 mg/mice) in a 

volume 0.1 mL. 

 

Treatments were conducted in the same manner for both strains except for treatment days. 

Firstly, a small study of n=3 mice of each treatment group were culled for biodistribution study 

after 24 hours of the final treatment. Blood and organs (kidneys, spleen, brain, lung and liver) 

and tumours were extracted for post-mortem analysis studies. Following that, the remaining 

mice were allowed to reach the maximum permitted size of an average of 12 mm diameter. 

Overall, humane endpoints for this study included ulceration of tumours, neurological deficit 

(mobility issues, head tilting, extreme sensitivity and seizures), weight loss prior to culling, 

extraction of blood/organs/tumours same as biodistribution study for survival model. Mice 

experiencing any of these were culled immediately (See Appendix 7.1. for ISP)   
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5.3. Tumour growth in response to anti-Tim-3 and HSV-1716 treatment 

 

To evaluate the impact of anti-Tim-3 with/without HSV-1716 treatment on tumour growth, 4T-

1-bearing Balb/c mice were used (n=40) and E0771-bearing C57BL/6 mice (n=40) were used. 

Tumour volume was measured 3-4 times weekly using callipers. Once tumours reached 

approximately ~100 mm3, treatment began as described in section 2.2.11.1. In the Balb/c model, 

tumours grew steadily, and treatment commenced on days 6, 7, and 8. While not statistically 

significant, all treatment groups displayed reduced tumour growth compared to the control 

group (Figure 5.2.). Notably, HSV-1716 monotherapy showed the most pronounced reduction, 

followed by the combination therapy group. 

 

Tumour growth in the C57BL/6 model was more variable, with treatment starting on days 14, 21, 

and 28. Diverse trends were observed in response to treatments, and this was not expected as 

normally these tumours grow relatively quick. Initially, tumour growth in mice receiving HSV-

1716, anti-Tim-3, or in combination was delayed until the second dose. Notably, the combination 

therapy group showed a reduction in tumour growth between the second and third doses, but 

then a sharp increase before the final dose. Interestingly, the combination group maintained the 

smallest overall tumour volume, even though the differences were not statistically significant 

(Figures 5.3.). 

 

Further analysis revealed that all treatment groups initially resembled each other in terms of 

tumour growth for the first four days after the first dose. However, a sudden increase in tumour 

volume occurred for all groups by day 18, continuing until the third treatment. Notably, following 

the final dose, the combination group's tumour volume increased at a significantly slower rate 

than the other groups, hinting at a potential regulatory effect (see Appendix Figure 7.2.2.).  It is 

also important to note that no significant differences in body weight were observed across all 

treatment groups compared to the control group, confirming no adverse effects on overall health 

(Figure 5.4.). 



172 

 

 

Figure 5.2. Overall tumour volume (mm3) post treatment of mice following implantation of 4T1.  Balb/c 

mice tumour volume was measured daily across all treatment groups including control (black), Isotype ab 

(pink), anti-Tim-3 ab (green), HSV-1716 (dark purple), combination (light purple) until when the last 

surviving mice of the study reached their humane endpoint. Result shown as mean ± SEM for a last 

observation carried forward with an n=8 mice per treatment group where * = p<0.05 after the 2-way 

ANOVA with multiple comparisons between each treatment group.  

 

 

.  
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Figure 5.3. Tumour volume (mm3) post treatment of mice following implantation of E0771. C57BL/6 tumour volume was 

measured daily across all treatment groups including control (black), Isotype Ab (pink), anti-Tim-3 Ab (green), HSV-1716 (dark 

purple), combination (light purple) until when the last surviving mice of the study reached their humane endpoint. Result shown 

as mean ± SEM for a last observation carried forward with an n=8 mice per treatment group where * = p<0.05 after the 2-way 

ANOVA with multiple comparisons between each treatment group.  
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Figure 5.4. Anti-Tim-3 and HSV-1716 treatment did not affect mouse weight. Balb/c and C57BL/6 mouse body weights were 

measured daily across all treatment groups including control (black), Isotype ab (pink), anti-Tim-3 ab (green), HSV-1716 (dark 

purple), combination (light purple) until they were culled. Result shown as mean ± SEM with n=8 mice per treatment group. 
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5.4. Mouse survival in response to anti-Tim-3 and HSV-1716 treatment 

 

To assess the impact of anti-Tim-3 with/without oHSV treatment on survival, 4T-1 tumour-

bearing Balb/c mice (excluding the biodistribution group) and all E0771 tumour-bearing C57BL/6 

mice were used. Survival times were recorded until humane endpoints were reached, as defined 

in section 2.2.11.1 (e.g., ulceration, neurological deficit, weight loss). Overall survival was 

analysed using the Kaplan-Meier survival test. 

 

In the 4T-1 model (Balb/c mice), anti-Tim-3 and isotype antibody groups displayed improved 

survival rates compared to control mice (Figure 5.5.). Although there is not a statistically 

significant distinction between the control group and treatment groups, control group mice 

presented 6 days shorter survival period than the anti-Tim-3 treated mice. Unfortunately, in the 

HSV-1716 alone and combination therapies some mice were culled before maximum tumour size 

was reached and this has likely impacted on the survival data. This was because a substantial 

number of mice developed ulceration, necessitating early euthanasia and limiting sample size for 

endpoint analysis. For instance, in the HSV-1716 and combination groups, the last surviving 

mouse was culled on day 25, while the last surviving mouse in the antibody only groups were 

culled on day 28.  

 

Similarly, in the E0771 model (C57BL/6 mice), no statistically significant differences in survival 

were observed between control and treatment groups (Figure 5.6.). However, it is noteworthy 

that the last surviving mouse in the HSV-1716 alone group and two in the anti-Tim-3 alone group 

were sacrificed due to ulceration on day 35. Despite the lack of statistical significance, these 

observations hint at a trend towards improvement in survival with HSV-1716 and anti-Tim-3 

treatments. 
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Overall, all treatments were well-tolerated with no cancer-related mortality. The observed 

ulceration, however, likely impacted survival rates and may mask potential treatment benefits. 

Future studies with improved ulceration management strategies are needed to provide a more 

definitive assessment of the survival impact of these treatments.  
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Figure 5.5. Overall animal survival post treatment of mice following implantation of 4T1. A graph of survival plotted against 

Days (post implantation) to understand the survival rates of the BALB/c mice treated with the 5 different treatment groups 

including control (black), Isotype ab (pink), anti-Tim-3 ab (green), HSV-1716 (blue), combination (light purple). A Log-rank (Mantel 

Cox) test was conducted to analyse the survival curve with n=8 mice in each treatment group. 

Figure 5.6. Overall animal survival post treatment of mice following implantation of E0771.  A graph of survival plotted against 

Days (post implantation) to understand the survival rates of the C57BL/6 mice treated with the 5 different treatment groups 

groups including control (black), Isotype ab (pink), anti-Tim-3 ab (green), HSV-1716 (blue), combination (light purple). A Log-rank 

(Mantel Cox) test was conducted to analyse the survival curve with n=8 mice in each treatment group. 
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5.5. Anti-Tim-3 and HSV-1716 increased tumour necrosis in 4T1 and E0771 mouse models of BC  
 

H&E staining is a simple but powerful technique that is used to identify different tissue types and 

structural changes in cancer. Haematoxylin stains nuclei a deep blue-purple colour, while eosin 

stains proteins in the cytoplasm and extracellular matrix pink. In a healthy tissue sample, the 

nuclei are clearly defined, and the cytoplasm and extracellular matrix are evenly distributed. In 

cancerous tissue, the nuclei are often enlarged or misshapen, and the cytoplasm and extracellular 

matrix may be disrupted or altered. These changes can be used to identify cancer and to 

determine the type, stage and grade of the tumour (Fischer et al., 2008).  

 

Mouse tumour samples were immediately embedded in OCT following removal from mice and 

then stored in -80°C until these were cryosectioned. Slides were imaged after staining with H&E 

and imaged with a Panoramic slide scanner as described in section 2.2.11.2. These images were 

used to assess the impact of treatments on tumour necrosis. Necrosis is a type of cell death 

resulting from leaking of intracellular contents as a danger signal to the extracellular environment 

displaying cytoplasmic swelling, irreversible plasma membrane damage and organelle 

breakdown (Festjens et al., 2006). Necrotic areas in the images are demonstrated by light pink 

patches (no cells, no haematoxylin). 

 

Data showed that all treatments caused increased necrotic areas in both tumour models 

compared to the control groups (Figure 5.7.). In the 4T1 model (Balb/c mice), the highest 

percentage of necrosis was obtained in anti-Tim-3 and HSV-1716 alone treated groups (6-fold) 

compared to control and 7-fold compared to isotype treated mice. Although, the combination 

group exhibited necrosis compared to the anti-Tim-3/ HSV-1716 alone, it was still significant with 

4.5-fold compared to the control group.  
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In the EO771 model (C57BL/6 mice), the highest percentage of necrosis was obtained in the 

combination treatment groups with an almost 10-fold increase compared to control and isotype-

treated mice. The individual treatments (anti-Tim-3 and HSV-1716 alone) also significantly 

increased necrosis (Figure 5.7.) suggesting that these treatments were effective at inducing cell 

death within tumour bearing mice. 

 

Figure 5.7. All treatments increased necrosis in 4T1 and EO771 tumour models. A. Representative images of 

H&E staining indicating necrotic areas with green arrow.  B. Percentages of necrotic areas is quantified using 

ImageJ software and result shown as mean ± SEM with an n=3-5 mice per treatment group where * = p<0.05 

after the 2-way ANOVA with multiple comparisons between each treatment group against the control. 

A 

B 
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5.6. Anti-Tim-3 and HSV-1716 reduced tumour metastasis in the 4T1 and Eo771 mouse models 

of BC 

 

Mouse organs were embedded in paraffin wax and stored at room temperature. These were 

sectioned, stained with H&E and imaged using a Panoramic slide scanner as mentioned in section 

2.2.11.2. These images were used to assess the impact of treatments on metastasis to the liver 

and lungs of the treated mice. Tumour metastasis is assessed by counting 10 or more tightly 

packed haematoxylin-stained cells. Training to spot metastasis was provided and corroborated 

by Prof. Muthana.  

 

Analysis in the 4T1 BALB/C model showed that treatment with anti-Tim-3 and HSV-1716 

significantly restricted the spread of tumours to the liver/lung of mice. The most reduction was 

obtained with Tim-3 inhibition (6-fold) alone or in combination with HSV-1716 (5.5-fold) 

compared to control for liver metastasis while the HSV-1716 treatment only group was the most 

effective at reducing metastasis to the lung compared to the control (Figure 5.8.).  

In the EO771 C57BL/6 model all treatments significantly inhibited metastasis to the liver and 

lungs of mice. The most reduction was obtained in the combination treatment group in both 

organs (2.5 and 4-fold compared to control) (Figure 5.9.). 

 

Despite the tumour growth data not showing any significance, all treatments significantly 

induced tumour necrosis and suppressed metastasis. Future studies are needed to further 

characterise the anti-tumour properties of these therapies and samples have been collected to 

help do this. 
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Figure 5.8.  All treatments reduced metastasis in the 4T1 and EO771 mouse models of BC. A. Representative images of H&E staining 

(metastatic nodes are shown with arrows). B.  The number of metastatic nodes is quantified using Case Viewer software and result 

shown as mean ± SEM with an n=3 mice per treatment group where * = p<0.05, **** = p<0.0001, *** = p<0.0003 after a One-way 

ANOVA with multiple comparisons between each treatment group against the control. 
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