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Thesis Abstract
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estimated to be only 37-50% accurate at predicting xenobiotic toxicity in humans. If
validated, in vitro systems could be incorporated into toxicity testing, allowing
direct comparisons to be made between humans and rats and facilitating a
reduction of in vivo testing. In this project, a normal rat urothelial (NRU) cell culture
system was developed and optimised for comparison against an established normal
human urothelial (NHU) cell culture system. NRU cells had a reduced lifespan in
culture compared to NHU cells, leading to an investigation of the pathways
regulating cellular proliferation. The PI3K/Akt pathway was found to be active in
xUOODPI 1 UEUDPOT w- 14 wEI OOUOwW bidtebin patbwaysiwereu $ & %1 v,
confirmed to regulate NHU cell proliferation. Inhibition of the PI3K/Akt pathway
enabled NRU cells to be subcultured to passage 2, most probably by enabling
EGFR/MAP* w E O Eaaterjn pathway activation, although this requires
experimental confirmation. To further increase cell lifespan, the proto -oncogene
BMI1 was overexpressed in NRU and NHU cells, with the effects on lifespan and
differentiation compared against both human telomerase reverse transcriptase
(hTERT) overexpressing and control (empty vector) cells. NRU cell lifespan was not
increased by BMI1 or hTERT overexpression. BMI1 overexpression increased NHU
cell lifespan in culture, comparable with hnTERT overexpre ssion, but further work is
required to determine the extent of the effects on lifespan and phenotype beyond
passage 12. Finally, the metabolic competence of urothelial cells was explored, with
a focus on the cytochrome P450 2B (CYP2B) family of metabolic Bzymes.
Xenobiotic induction of CYP2B expression by rat urothelium was demonstrated in
vivo but not in NRU and NHU cells. Xenobiotic -induced CYP2B protein expression
was achieved in a rat ex vivoorgan culture model. Together these results identify a
previously unknown metabolic capability of urothelial cells that can be modelled ex
vivo, and demonstrate fundamental differences in rat and human urothelial cell
physiology that support the validation of human tissue -specific in vitro models for

assessment ofxenobiotic toxicity.
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with the agonists/inhibitors indicated. (n=3 cell lines; Y1430, Y1437, Y1461). Error bars = SD. An

ANOVA test was conducted with a Tukeys post hoc test (*=p<0.05, *=p<6*¢p<0.1 compared

L0 T o 11 (0] | S SEURR 118

Figure 4. EGFR/MAPK inhibition reduced NRU cells growth over 9 days of c@elrbiomass

assay (Section 2.5.3.1) foRN cells cultured in KSFMc medium + the agonists/antagonists indicated.
Cell culture medium was changed on the days indicated. Data points represent combined means
2SD. (N=3; RO37, RO38, ROBO)... ... ittt e e e e e e e 120

Figure 4.8 Quantification of NRU cell growth curves presented in Figure 4.7. Results represent
combined means £SD (n=3; R037, R038, R039). An ANOVA test was conducted with a Tukeys post
hoc test (*=p<0.05, **=p<0.01 capared t0 CONLrOl).......cccceeieiiiiiii e 120

Figure 4., Ki67 expression appears increased in NRU cells after 5 days of PI3K/Akt expression.

Representative images of Ki67 labelling in NRU cells cultured for 5 days in KSFMc with the

Figure 4.1¢ Phosphe9 wY 61 & y 24 SELINB&AaSR Ay-cakfiypathy > 9 DCwk
activated or PI3K/Akt pathway activated NRU c&kpresentative images of PhospBE&K labelling

in NRU cells cultured for 5 days in KSFMc with the atgiantagonists indicated (n=3; R040, R041,

RO42). SCAlE DArSOIIM.....eeiiiiiiieiie et e e e e e e e annes 124

Figure 4.11! O { Acg@téninilabelling was clearly nuclear in control and MAPK inhilié,

y dzOt S Nk LIS NR yhtitxéd Eéliandiciéarlpriievlorasecalised in PI3K/Akt pathway
activated NRU cellsCells were cultured for 5 days in KSFMc with the agonists/antagonists indicated
(n=3; RO40, R041, R042). Scale HBDIEM.......coviieeeiiiiecieieeeeeee e e e e e e e e e e e 125

Figure 4.12; PhospheAkt expression was present in control and in proliferation pathway
activated/inhibited NRU cellfRRepresentative images of phospidt (S47333@belling in NRU cells
cultured for 5 days in KSFMc with the agonists/antagonists indicated (n=3; R040, R041, R042). Scale
LT TS0 o 1O PSPPI 126

Figure 4.13; Ki67 andphosphceAkt expression were significantly increased by IGF1 stimulation but
Ki67 was reduced by EGFR/MAPK inhibifid@an fluorescence intensity of Ki67, Activeatenin

and phospheAkt labelling (arbitrary values) for three separate NRU cell IResults represent
combined means from three separate cell lines +SD. Quantification was conducted using
TissueGnostics TisueQuest software (Section 2.7.3). (**=p<0.01, usingyaRNOVA test with a

Tukeys post hoc test Of COMPATISON)........iuuiiiiiiiiiie e 127

Figure 4.14, Removal of EGF had no effect on NRU cells growth in two cell lines (R050 &NR051).
cell biomass assays (Section 2.5.3.1) for two NRU cell lines (R0O50 anduR0&d in KSFMc
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medium and KSFMc medium without exogenous EGF. Cell culture medium was changed on days 1, 3,

5 and 7. Data points represent experimental means £SD..........cccoviiiieeniiiiee e 128

Figure 4.15; NRU cells grew being passaged twice when the PI3K/Akt pathway was inhibited
whereas NRU cells cultured in KSFMc alone died after passBbas@ contrast images showing
NRU cells after passage 2 having been cultured in KSFMc alonghempresence of the PI3K/Akt
inhibitor LY294002. Cells were monitored over 9 days in culture (n=3; R048, RO525&08%ar =

Figure 4.1&; PhospheAkt was inhibited in NRU cells by the PI3K/Akt inhibitor LY294002.
WSLINBaSy Gl dA@S LYYdzy2Ft d2NBaOSyOS fAkgré&)it MRY3I 2 F
and NHU cells cultured in KSFMc with DMSO (0.01%), LY294002 or LY294002 + SB415286. Nucle
were labelled with Hoechst 33248 (blue). (n=2; R048 & R055). Scalébanme........................ 131

Figure 4.1¢ Differentiation-associated markers ZDand Claudin 4 were exmsed in control and
PI3K/Akt inhibited NRU cellRepresentative immunofluorescence labelling of Claudin 4 antl IO

NRU cells after 5 days of treatment with LY294002 and LY294002 + SB415286. Nuclei were labelled
with Hoechst 33258 (blue). (n=2; RO4&R&55). Scale bar5Oum..............coooeeviiiiiiiiveeen, 132

Figure 4.18, No difference was seen in the expression of differentiai@sociated markers 2D

and Claudin 4 in control and PI3K/Akt inhibitéBU cells. Mean fluorescence intensity of Claudin 4
and ZQGL1 labelling (arbitrary values) for two separate N4l lines after treatment with LY294002
with and without SB415286. Results represent mean values.£SD...........ccccccveeeviiineeeennne, 132

Figure 4.19; NRU cells cultured in high extracellutaicium (2 mM) showed the same growth
kinetics as those seen in low (0.09 ml\/F*O;ap to 5 days in culturé&NRU cell biomass assay (Section
2.5.3.1) for cells cultured in KSFMc medium (2ml€/f)Gathe agonists/antagonists indicated. Cell
culture medium waghanged on the days indicated. Data points represent combined means +SD
(N=3; RO46, ROA7, ROAQ).... ..ttt ettt e e e e e e e e e s e e e e e eeaeeeeeas 134

Figure 4.2@ EGFR/MAPK inhibitors significantly reduced N&lUgrowth over 9 days of culture
whereas all cells cultured in KSFMc (2 mM) @ad reduced growth at day 9 compared to cells
cultured in KSFMc medium (0.09 mMg.aResults represent combined means +SD (n=3; R046,
R047, R049). (*=p<0.05, **=p<0.01 upim 2way ANOVA with a Tukeys post hoc test of

(oTo] 0] o F= Y E{o] o ) PR PP PTPPPPP 134

Figure 4.2X, 201 and Claudin 4 were both expressed in NRU cells cultured in KSFMc medium with
0.09 mM and 2 mM extracellular calcium ion concentratidRepresentative immunofluorescence
labelling of Z&L, and claudin 4 in NRU (P0) cells. Cells were cultured for 5 days in low and
physiological (2mM) calcium concentrationsfdre being fixed and labeltl. Cell nuclei were labelled
with Hoechst 33258 (n=3; R046, R047, R049). Scale bar = 50[M..........ccccvvvirmreerreeeeeeiinenns 135
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Figure 4.22; Uuroplaskin 3a (UP3a) was not expressed by NRU cells but aquaporin 3 (AQP3) was
expressed by NRU cells cultured in 0.09 and 2 mM calcium ion concentrations. No visible difference
was visible in AQP3 expression between cells cultued in differncet cdtmiuconcentrations.
Representative immunofluorescence labelling of the differentiati@sociated markers uroplakin 3a
(UP3a), and aquaporin 3 (AQP3) in NRU (PO0) cells. Cells were cultured for 5 days in low and
physiological (2mM) calcium concentrationddre being fixed and labelled. Cell nuclei were labelled
with Hoechst 33258 (n=3; R046, R047, R049). Scale bar = 50[M..........cccccvvrereeereeeeeniinnns 135

Figure 4.23; NRU cell density was \b$y reduced at 0.015 mM calcium ion concentrations
compared to cells cultured on 0.09 mM%#®hase contrast images of NRU cells cultured in KSFMc

medium conatining 0.09. 0.06, 0.03 and .0.015mM calcium as indivated on day 5 of culture. Scale bar

Figure 4.24 Extracellular calcium ion concentratiosn of 0.015 and 0.03 mM reduced NRU cell growth
in culture.NRU cell growth assay (Section 2.5.3.1) SRMc medium containing 0.09, 0.06, 0.03 and
0.015mM calcium as indicated. Growth curvces were measured using the alamarBlue assay. Data
points represent combined means = £SD, (n=3; R052, R055, . RO56)...........ccccvviiieenieiereeeennn. 137

Figure 4.25¢ Extracellular calcium ion concentrations of 0.015 and 0.03 mM significantly reduced
NRU cell growth after 5 and 7 days of culture, respectf@hpwth curves (Section 2.5.3.1) of NRU
cells culturedKSFMc containing 0.015, 0.03, 0.06 and 0.09mMi@es. Results represent

combined means £SD, (n=3; R052, R055, R056). (*=p<0.05, **=p<0.01, usiag AROVA with a

Tukeys post hoC teSt Of COMPATISON)........iuuiiiiiiiiiiie et 137

Figure 4.26¢ PhospheAkt expression appeared to decrease when the extracellular calcium
concentration was decreased however the Ki67 expression was unaffected at calcium concentrations
of 0.06 and 0.03 mMRepresentative immunofluorescence images of Ki67 and phoesfho

labelling in NRU cells cultured in 0.09, 0.06, 0.03 and 0.015MMKSEMC for 5 days (n=3; R052,

RO55, RO56). SCAIAI = SOIM . ...ciiiiiiiiiiitiie ettt e ettt e e e e e e e e e bbb e e e e e e e e e e e e e aanees 138

Figure 4.2¢ Summary of the effects on activating/inhibiting the EGFR/MAPK,.............c....... 140

Figure 4.28& Summary of the effects of modating the extracellular calcium ion concentration on

NRU cell proliferation and growth PathWayS...........cceiiiiiiiiiiiiiiiiie e 141

Figure 5.1¢ BMI1 increases cell sefnewal, proliferation ad stemness while decreasing apoptosis

and senescenceéartoon illustrating some of the molecular actions of BMI1 associated with

stemness and immortalisatioBMI1 activates transcription factors KLF4, SOX2 and GATA3 as well as
the telomerase reverse tragsiptase (TERT) to promote se#fhewal and stemness. BMI1 activation
ofthe NF* . | y"R*pathways result in increased cell proliferation while inhibition of P21

inhibits apoptosis. Downstream inhibition ofcBdherin enables epithelial mesenchymairtsition

(EMT) and cell invasion (adapted from Siddique & Saleem, 2012)............cccceeeeieeeieeeiininnnns 149
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Figure 5.2 BMI1 transcripts are expressed by PO, proliferating and differentiated NHUNeXs.
generation sequencing (Section 2.6.3.9) data showing mean reads per kilobase per million mapped
reads (RPKM) for BMI1 transcript expression in freshlytesbi@0), proliferating (pro) and
differentiated (dif) NHU cells (n=3 individual dONOIS)..........cccoviiiiiiviiiiiiiiieee e eee 154

Figure 5.3; Successful ligation of BMI1 into pPGEM T and subsequansfiection of E.Coli, as
confirmed by antibiotic selectiolAmpicillinselection of XL-Blue competent E. coli were
transformed with pGEM T easy BMI1, pGEM T easy insert DNA (+ control) and negative

(untransformed) controls after 24 hours of culture af@7(Section 2.6.5)...........ccccovevevverennen.. 156

Figure 5.4 BMI1 was accurately amplified from NHU cell RNA with only twosameino acid
altering mutationsBMI1 was sequenced (Secti@r6.5.5) after amplification from NHU RNA.
Restriction sites are coloured in yellow, the Kozak sequence in green and alternate exons colours in

black and grey. Two bases that were changed from the Reference sequence are highlighted in red.

Figure 5.5 BMI1 was successfully cut from the pGEMT BMI1 ve@ek electrophoresis (section
2.6.5.3) of pGEM T BMI1 isolated from transformed-BlLk competent E. coli {lafter single
BamH1 restriction enzyme digestion (2) and after a double restriction enzyme digestion with BamH1

and Hpal (3). The ladder indicates the size of the product in base.paits............cccccvvveeeeen. 157

Figure 5.6 BMI1 was successfully ligated into pLXSN vector and used to transfect bactaoiay
RTPCR (Section 2.6.3.8) amplifying BMI1 (221bp) from 8 bacterial colonies after transfection with
pLXSN BMI1. Base pair laddelicates the size of the product in base pairs............cccceeenneee 157

Figure 5.7 Packaging cells were successfully transfected with pLXSN BMI1, pLXSN hTERT and pLXSN
Empty vectorsPhase contrast images of PT67 packaging cells transfected with pLXSN empty, pLXSN
hTERT & pLXSN BMI1 on days 3 and 5 of G418 selection showing congiletsf datransfected
OSttad {OF £.5. 0. L. NI L Pl 2 Yo 158

Figure 5.8 NRU cells were successfully transfected with pLXSN Empty vector, pLXSN hTERT, pLXSN
BMI1 vectorsPhase contrast images of transduced and untransduced NRU cells cultured in KSFMc
medium (0.06mM C3) during the first 7 days after subculture (P1) under G418 selection. Scale bar =
LT S TP PP PPPPPP 160

Figure 5.9; BMI1 and hTERT were both expressed by NRU cells overexpressin(RBRICR
(section 2.6.3.8) showing BMI1 expression in NRU cells (P1) transduced with pLXSN BMI1 (B), pLXSN
empty vector (E) and pLXSN hTERTGHRDH was included as a loading contral................... 161

Figure 5.1@ hTERT and BMI1 overexpressing cells did not survive after pasdaiggs®. contrast
images of transduaENRU cells cultured in KSFMc medium (0.06 mi) 6a days 3, 5 and 7 after

second subculture (P2). Cells remained under G418 selection pressure. Scai® bav=D....... 161
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Figure 5.1k BMI1 and hTERT overexpressing NRU cells grew at passage 1 equivalent to control cells.
AlamarBlue assay (Section 2.5.3.1) generated growth curves for control, pLXSN BMI1Sihd pLX
hTERT transfected NRU cells (P1) cultured in KSFMc medium (0.062?)1MJﬂaining G418

selection. Error bars represent £SD (n=3, R041, R042, RO46).......cccccvmrrviiieeeeeeiiiiiciiiieneen 162

Figue 5.12¢ BMI1 and hTERT overexpressing NRU cells failed to grow at passégaaBlue
assay (Section 2.5.3.1) generated growth curves for control, pLXSN BMI1 and pLXSN hTERT
transfected NRU cells (P2) cultured in KSFMc medium (0.06 filMc6ataining @18 selection.
Error bars represent £SD (N=3, R041, R0O42, ROAB)......ccceeveeeiiiiiiiiiiiiiieeeeeee e e e e seesnnvannnneeeens 162

Figure 5.13, BMI1 and hTERT overexpression increased NHU cell lifespan in culture congpared t
control cellsNHU cell population doubling curves (Section 2.5.4) were generated for two cell lines
transduced with pLXSN BMI1, pLXSN hTERT and pLXSN empty vector. Numbers indicate the passage
number of the cell line at each time point (n=2, Y1533 abisl/0).........ccccoeeeiiiiiieiiiiieeeieeeeeeeeeens 164

Figure 5.14 BMI1 and hTERT overexpressing NHU cells maintained a normal morphology in culture
up to passage 9 whereas control (Empty vector) NHU loetlame more rounded and were less

densely packed in cultur®epresentative phase contrast images of NHU cells transduced with
pPLXSN BMI1, pLXSN hTERT and pLXSN empty vector at paSsdge,6v¥1533). Scale bas@> Y ®

Figure 5.15 BMI1 expression was maintained in NHU cells over multiple pasfRRGEER (section
2.6.3.8) results showing BMI1 and hTERT expressBlihoverexpressing NHU cells at passages 2
12 (Y1533). Water was used as a negativeténaplate) control, RNA from BMI1 or hTERT

overexpressing PT67 was used as positive controls; GAPDH was used as a loading. contrda67

Figure 5.16 BMI1 and hTERT were both expressed by hTERT overexpressing NHU cells over several
passagesRFPCR (Section 2.6.3.8) results showing BMI1 and hTERT expresJigiRRin

overexpressing Nbl cells at passagesl2 (Y1533). Water was used as a hegative control, BMI1 or
hTERT overexpressing PT67 cDNA as positive controls and GAPDH as a loading control. (n=2, Y1533,
=740 ) OO 167

Figure 5.1% BMI1 and hTERT were not expressed by Empty vector (control) NHURGEISR
(section 2.6.3.8) results showing BMI1 and hTERT expresgaX8N Empty vecttnansduced NHU

cells at passages&(Y1533). Water wassad as a negative control, BMI1 or hTERT overexpressing

PT67 cDNA as positive controls and GAPDH as a loading control. (n=2, Y1533,.¥1570)....168

Figure 5.1& Funcional TEER barriers (>1000 kOhrrf)omere generated by control, BMI1 and
hTERT overexpressing NHU cells at passa&BR measurements (Section 2.5.5.2) for two NHU cell
lines(P3)transfected with pLXSN BMI1, pLXSN hTERT or pLXSN empty vector. Eneprbaent

1SD for three repliCate CUIUIES.......oviii i s e e e e e e e e 169
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Figure 5.19 Functional TEER barriers (>1000 kOhrf)amere generated by control, BMI1 and
hTERT overexpressing NHU cells at passa&BR measurements (Section 2.5.5.2) for two NHU cell
lines(P6)transfected with pLXSN BMI1, pLXSN hTERT or pLXSN empty vector. Error bars represent

SD for three repliCate CUIUIES......coviii i a e e e e 171

Figure 5.2@ BMILoverexpressing NHU cells generated a functional TEER barrier (>1000 kéhm.cm
at passage 10 unlike hTERT overexpressing NHUTEHER measurements (Section 2.5.5.2) for two
NHU cell linegP6)transfected with pLXSN BMI1, pLXSN hTERT or pLXSN empityBEseot bars

representxSD for three repliCate CURUIES...........ueviiiii e 172

Figure 6.1 lllustration of Phase | and Phase Il xenobiotic metabolic reactitivesse | metabolis,
predominantly conducted by CYPs, involving oxidation of electrophilic xenobiotics or reduction of
nucleophilic xenobiotics. Phase Il conjugation reactions then take place to add glutathione groups
(SG) sulfate groups (84, acetyl groups (Ac) and gluoaoide groups (Gl) to the phase | metabolite,
rendering the compound inactive. Phase Il metabolites are then further metabolised or immediately

removed from the DOAY........cooo e 177

Figure 6.2; percentage of total CYP metabolism of pharmaceutical agents by the individual CYP
enzymesThe 8 CYP enzymes responsible for pharmaceutical agent metabolism and the percentage

of pharmaceutical agents they metabolise are depicted (adapted from Wrighton and Stevens, 1992).

Figure 6.3 Phenobarbital induces nuclear translation of CARm it heterodimerises with RXR to
bind to the PBREM, facilitating CYP2B gene expression. Phenobarbital also induces PXR to bind to
either PBREM or XREM, also facilitating CYP2B gene exXpression...........cccceeeeeevvvevevvennnnnnns 180

Figure 6.4 CYP2B1/2 expression was induced in rat bladders after 3 days of phenobarbital
treatmentin viva CYP2B1/2 was immunolabelled (Section 2.7.2) in control and phenobarbital

treated rat urothelium after 3 daysf treatment. Scale bars 50 um (n=3 individual rats).......... 187

Figure 6.5 CYP2B1/2 expression was induced in rat bladders after 7 days of phenobarbital
treatmentin vivo. CYP2B1/2 was immunolabelled (Section 2.7.2) in control and phenobarbital

treated rat urothelium after 7 days of treatment. Scale baB0fim (n=3 individual rats).......... 188

Figure 6.6; CYP2B1/2 expression was induced in rat bladders after 14 days of phenobarbital
treatmentin viva CYP2B1/2 was immunolabelled (Section 2.7.2) in control and phenobarbital

treated rat urothelium after 14 days of treatment. Scale baB)fm (n=3 individual rats)........ 189

Figure 6.7¢ CYP2B1/2 was expressed by hepatocytes in close proximity to blood vessels in
phenobarbitaitreated by not control rat livers after 7 days of treatmentvivo. CYP2B1/2 was
immunolabelled (Section 2.7.2) in control and phenobarkitahted rat liver sections after 7 days of

dietary administration. Sections are shown at multiple magnifications to illustrate the specific
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labelling pattern around blood vessels (indicated by arrows) in phenobatletied animals. Scale
bars = 200 pm (B 3 INAIVIAUAT FALS).....cciiiuiiiiiiiiiiie e 190

Figure 6.8 CYP2B1/2 expression was significantly increased in phenobérbkiztd rat urothelium
compared to controlsComputational quantification (Section 2.7.3) of urothelial CYP2B1/2
immunolabelling in control and phenobarbitaieated rats after 3 (D3), 7 (D7) and 14 (D14) days
dietary administration was conducted. Mean DAB intensity in >1000 urothelial cells from three rat
bladders per treatment/time group were generated using TissueGnostics software after CYP2B
immunolabelling. Error bars + SD (n=3). (* = p <0.05, ** = p <0.01, *** = p<0.001, usivaya 2
ANOVA with a Tukeys post hoc test 0f COMPANSON).........cvviiiiiiiiiiee e 191

Figure 6.9 CYP2B enzymes were expressed in rat urothelial cells after 7 days of dietary
phenobarbital treatmentRT-PCR of CYP2B expression in rat urothelial cDNA after 7 days of
treatment with a vehicle control or phenobarbital. Krt7 was included as a control urothelial
cell marker, smooth muscle actin (SMA) as a marker of stromal cell contamination and
GAPDH as a loading control. Positive (+) and negative () primer controls were r at liver
cDNA (CYP2B & GAPDH), normal rat urothelial cell cDNA (Krt7) and rat genomic DNA
(SMA). Negative (no template) control substituted water for cONA. Reverse transcriptase
negative (RT-) samples were also included alongside reverse transcriptase pogive (RT+)

samples as controls for genomic DNA contamination. ............ccccviiiiieiieeeeeee e 192

Figure 6.1@; The specific CYP2B enzyme expressed in rat urothelial cells was not able to be
confirmed by RIPCR. RIPCR (30 cycles) was conducted on controlday phenobarbitatreated
rat urothelial cDNASpecific primers were designed to amplify each of the 6 CYP2B enzymes
found in rat. GAPDH was included as a loading control. Positive (+) control cDNA and
negative (-) no template (water) controls were included for each primer set. Rat liver cDNA
was usedas a control for CYP2B1/2, CYP2B3, CYP2B12, CYP2B15 and for GAPDH primers.
Rat skin cDNA was used as positive control for CYP2B21 primers.........cccccevvvveeeeinineneenn. 194

Figure 6.11 5 ofthe 6 CYP2B genes expressed in rats were expressed by rat urothelial cells in
response to phenobarbitaAligned sequencing of cloned CYP2B RTPCR product from 1

control and 5 phenobarbital -treated urothelial samples using generic CYP2B primers.
Individual CYP2B enzymes were identified from small base pair variations within the

amplified region. These differences are shaded to indicate specificity of CYP2B product, as
indicated by colour in the table. Primer regions are shaded in yellow at either end of the

1T 0 []=] o [od T PSP 195

Figure 6.12; Hepatic CYP content was increased in a dose dependant manner in response to the
Syngenta compoundviean total hepatic Cytochrome P486ntent in control and dosed male (Blue)

and female (red) rats after 28 days of treatment. Error bars represent £SD (n=5)............... 197

Figure 6.13; Hepatic CYP2B enzyragpression was increased in response to the Syngenta

compound in a dose dependant mannktepatic Zpentoxyresorufin @epentylase (CYP2B marker)
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activity in control and dosed male (blue) and female (red) rats after 28 days of treatment. Error bars
FEPIESANL £SD (NT5)- ittt e ettt e e st e e e e s abb e e e e e nnnreae s 197

Figure 6.14; CYP2B expression was induced in rat hepatocytes after 28 days of treatment with the
Syngenta compoundmmunohistochemistry labelli ng of CYP2B1/2 was conducted in liver
sections from control rats and rats treated with a developmental compound after 28 days of
treatment. Scale bars = 200 pm. Arrows indicate the location of blood vessels. Results were

replicated in three individual anim als per group (N=3). ..ecevveeeeiiiiiiceee e 198

Figure 6.15 CYP2B1/2 expression was induced by the Syngenta compowndafter dietary
administration for 28 daydmmunohistochemi stry labelling of CYP2B1/2 was conducted on
control (left) and Syngenta compound -treated (right) rat urothelium after 28 days of
treatment. Arrows indicate examples of strong superficial cell labelling. Scale bars =50 pm.
(NZ4). ettt ettt ettt ettt ettt ettt 199

Figure 6.1&; Phenobarbital had no visible effect on NRU cells in culture after 72 hours of treatment.
Phase contrast images showing primary (P0) and subcultured (P1) NRU cells hiters7id control
YSRAdzY 60Y{CalO0 6AGK pnn >a (n=KROBR ROSIYD.A.0.L.£200 { OF £ S ¢

Figure 6.1% CYP2B enzyme induction did not occur in NRIS tetesponse to phenobarbitdRF
PCR results showing CYP2B expression in primary and subcultured (P1) NRU cells after 72 hours
treatment with 500> aphenobarbital (Pheno). Rat liver cDNA was used as positive control, water as

a negative control and GAM as a loading contr@h=2 cell lines; RO51 & R0O53)..................... 201

Figure 6.18 Confirmation of urothelial cell layer maintenance in control and phenobarbitgted

rat organ cultures.Immunolabelling of the basal cell marker cytokeratin 5 (CK5), the whole

urothelial cell marker cytokeratin 7 (CK7), the proliferation marker KiVthe superficial cell

maker uroplakin 3a (UPK3A) in native rat bladder and in control and phenobaid& | 4§ SR o pnn > e
NI G 2NBFY OdzZ GdzNB3a oh/ 0 F FGSNLTH..K2dNEA...2203 Odzt § dzNX

Figure 6.19; CYP2B enzyme induction occurred in rat organ cultures after 72 hours of treatment
with phenobarbital Immunolabelling of CYP2B1/2 was conducted in control and phenobarbital
GNBFGSR opnn > adgenenited from B ihdgperddat WistaNdt bladders after 72

hours treatment. Scale bar50 pm (n=2 individual rat bladders). .........ccccccciniiiiiiiiiiencinnnnnn. 204

Figure 6.2@; CYP2B enzyme exgssion was not induced in rat organ cultures in response to 72

hours of phenobarbital treatmenRFPCR results showing CYP2B expression in isolated urothelial

cells from organ cultures after 72 hours treatment with phenobarbital at concentrations of 250 a

pnn >ao wlkid tABSNI O5b! gl a dzaSR a LRAAGAGS O2yi
loading control (N=1 NRU Cell lIN@)......ouiiiiiiiiiiiie et 204

Figure 6.2% Differentiated NHU cells were not visible affected by treatment with phenobarbital
over 72 hoursPhase contrast images showing differentiated (AB%)G:\HU cells after 24 and 72
K2dzNB Ay pnn >a LKSy2.0.LNBAGEL.®. {.OLf.5..06.L.NIOF pn >Yc
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Figure 6.22 CYP2B6 and associated CYP3A4 enzyme transcript induction did not occur in NHU cells
in response to 72 hours of phenobarbital treatmef®FPCR results for CYP2B6 and CYP3A4
expression in human urothelial cells after 72 hours of treatment. Human genomic DNA was included

as a positive template control (+). GAPDH was included as a loading control..................... 207

Figure 6.23, CYP2B6 and associated CYP3A4 enzyme protein induction did not occur in NHU cells in
response to 72 hours of phenobarbital treatmeM{estern blot analysis of CYP2B6 and CYP3A4
expression in control and phenobarbitaéated, dfferentiated (ABS/C&) NHU cell microsomes.
Differentiated NHU cells were cultured for 72 hours in differentiation medium (KSFMc containing
5%ABS and 2mM &Ep+ 500uM phenobarbital. Human liver microsomes were included as positive
controls, with rat live microsomes as negative controls for CYP2B6. Cytochrome P450 reductase

(CPR) was included as a loading CONIOL.............iiiiiiiii i 207

Figure 7.1 inhibitory crosstalk can occuebveen the EGFR/MAPK and the PI3K/Akt pathways but

has yet to be investigated in urothelial cells. In conditions of physiological (2 mM) extracelftilar Ca

A 2 y-@akenin is sequestered to the cell membrane and does not participate in regulation of gene

expression, stimulating proliferatiofeGFstimulated ERK activation results in a decrease in the

tyrosine phosphorylation of Gabl and a decreased association with the PI3K, resulting in reduced

activation (Yu et al, 2002). This is possibly achieved thrtheghregulation of SHP2 (not shown),

although this has not been confirmed. Akt has been shown to antagonises Raf activity by direct
phosphorylation of Se259. This modification creates a binding site for3t& protein (not shown),

which is a known negaté regulator of Raf (Zimmerman and Moelling, 1999). Under conditions of
LIKeaAaz2f23A0FE SEGNI OSt f -detehilNd sédudstéraddpyeell’m2mgbradeg y O Sy (i NJ

and form adherens junctions withd&dherin (Georgopoulous et al., 2014)..............cccevveveeees 218
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Chapter 1

1.1 The in vitro paradigm

The in vitro paradigm describes a system that allows for the extrapolation of
clinically relevant data from in vivo animal models to humans using cell culture
systems. In vitro models have the potential to act a conduit between species,
ensuring that results seen in animals in vivo accurately predict the effects in man

(Blaauboer and Andersen, 2007)

Rat
in vitro

Figure 1.1¢ The in vitro paradigm is a potential system for improving the extrapolation of
data from rats in vivo to humans in vivo . Schematic of thein vitro paradigm illustrating
how rat and human in vitro models can be combined with rats in vivo to predict results in
humans in vivo.

Through the use of in vitro models, interspecies variations in physiology can be
detected and accainted for when extrapolating results to humans. The

establishment of robust methods to propagate and differentiate human cells in
culture has significantly increased the potential of human cell culture models and, in
addition to bridging the gap between in vivo animal models and humans, in vitro
models may also have the ability to replace animals in a number of circumstances
(Andersen and Krewski, 2009; McKim, 2010; Perel et al., 2007) In vitro models have
the additional advantage of having lower ethical and financial costs when compared

to experiments in vivo (reviewed by Andersen and Krewski, 2009). The full potent ial
of in vitro systems, however, has yet to be realised and it is only with further

development and validation that the use of in vitro models can be fully exploited.
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The development of comparable in vitro cell culture systems in different species has
allowed for side-by-side experimentation and assessment. By developing
comparable rat and human in vitro cell culture systems, the relevance of results
generated by rat in vivo studies to humans can be determined. Any differences in
cellular physiology between rats and humans are revealed by such comparisons,
allowing for more informed extrapolations of results to be made between the species

(reviewed by Krewski et al., 2011).

1.2 Predicting human toxicity

Toxicology studies aim to identify whether a chemical entity will have toxi c effects

on humans after administration or exposure (Wexler, 2009) By understanding the

risk posed to humans by novel chemical entities, they can be removed from
development or appropriate levels of control put in place to avoid toxic exposure.

Current toxicity studies rely heavily on in vivo assays in multiple species to

UOEI UUUEOEwW EwET 1 OPEEOzUw UORPEDPUaAOwW PHUT w UT 1

mammalian in vivo models to humans (reviewed by Blaauboer and Andersen, 2007)

Approximately 80% of animals used in toxicology studies are rodents with rats
being the most commonly used species (reviewed by Guarino, 2009). Regulatory
agencies normally require compounds to be subsequently tested in an additional
non-rodent species in order to satisfy chemical/pharmaceutical safety licensing
criteria. In 2008 a review of toxicity studies found that xenogeneicin vivo models
were on average 3750% reliable at predicting the effects of novel chemical entities
on humans (reviewed by Perel et al., 2007) It attributed the number of novel
chemical entities failing during clinical trials (post mammalian in vivo testing) to the

low predictive accuracy in trans lating results between animals in vivo and humans.

OUT OUT T wEOPOEOUWUUET wEUWUOET OUUwWT EYT wi OGUwO
model for toxicological research, it has become apparent that the genetic, molecular

and physiological differences that exist between animals and humans can inhibit
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results from accurately being extrapolated between species (Rosenkranz and
Cunningham, 2005). In response to xenobiotic or physical insults, different species
are capable of responding in different ways. To quote the title of one review on the
ITTTTEOwWOl wUxT EPI UWYEUPEUPOOUWDOWUORPEOOOT ac
(reviewed by Cunningham, 2002). There is an everincreasing body of literature
that demonstrates that species differences can significantly inhibit accurate

extrapolation between rodents and humans.

There are a number of reported cases in which normal rat physiology has lead to
inaccurate predictions of human toxicity. One example that demonstrates this is in
relation to kidney and bladder cancer. Rat hepatocytes synthesize alpha2U
globulin, a protein that binds to a number of xenobiotic compounds in blood before
being filtered by the kidneys. Bound alpha-2U globulin accumulates in rat kidneys,
leading to nephropathy and tumours. One of the compounds that alpha -2U globulin
is known to bind to in rats is the artificial sweetener saccharin. The conjugate
formed is filtered by the kidneys and stored in the bladder where it forms silicate
crystals. These crystals mechanically damage the lining of the bladder and can lead
to pathologies including cancer. Results produced in rats in vivo showing saccharin
was carcinogenic were responsble for the compound being banned by a number of
countries in the 1970s and 19809Priebe and Kauffman, 1980) As humans do not
synthesize alpha-2U globulin this mechanism of carcinogenesis is not relevant to
humans and in 1999, a review by the International Agency for Research on Cancer
conclusively showed that saccharin could not be considered a human carcinogen

(IARC, 1999; Takayama et al., 1998; Whysner and Williams, 1996)

Alternatively, examples exist in which pharmaceutical compounds believed to be
safe based on animalin vivo data were toxic when given to human patients at
concentrations significantly lower than the No Observable Adverse Effect Level
(NOAEL). In 2006, an experimental immunoregulatory agent (the monoclonal
antibody TGN1412), which had passed preclinical testing in both rodents and non -

human primates, caused multi-organ failure when given to healthy clinical trial

27



Chapter 1

volunteers at a dose 500 times lower than the NOAEL. The symptoms observa in
the trial volunteers are thought to be as a result of CD4+ effector memory T-cell
activation by TGN1412. Variations in CD4+ effector memory T-cells between the test
species and humans (in particular the lack of CD28 expression), is thought to be
responsible for the failure to predict this compounds toxicity in humans

(Suntharalingam et al., 2006; Stebbings et al., 2007; Eastwood et al., 2010)

These examples, while rare, are by no means unprecedented and highlight the
necessity for alternative, more relevant, model systems to be developed to replace or
validate results generated by in vivo studies. Additionally, models that ca n be used
to understand the mechanisms of toxicity enable species variations in physiology to

be accounted for when extrapolating between rats and humans. From an industry

perspective, methods that can accurately detect toxicity at an earlier stage of the
chemical development pipeline are beneficial as they increase efficiency and reduce

costs.

Target Target Lead Preclinical Clinical
Discovery  Validation  Optimisation testing Trials
(Animals) (Humans)

In Vitro

10,000 250 5
compounds compounds compounds

| $335
million

$500 _I

million

Figure 1.2+ The pharmaceutical compound development pipeline.  Details of the use of in
vitro models in target discovery, validation and optimisation (Blue) and in vivo models in
preclinical and clinical toxicology testing (red). The approximate time periods, costs and
number of compounds at each stage of development as of 2000 in the US are indiated
(adapted from DiMasi et al., 2003).
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1.3In vitro toxicology studies

Currently in vitro models are used to a limited extent in early toxicity studies to
identify whether xenobiotics affect a small number of specific targets, such as the
human Ether-a-go-go Related Gene (hERG) channel. These targets are studied due
to the consequences of inhbiting their normal function, for example blockade of the
hERG channels causes long QT (LQT) syndrome or torsade de pointes, which can

lead to acute heart failure and death (Witchel and Hancox, 2000; Netzer et al., 2001)

The use ofin vitro models in toxicology has been strongly advocated as a means to
improve the predictive accur acy of toxicity studies (Andersen, 2003; Andersen and
Krewski, 2009; Andersen and Krewski, 2010; Krewski et al., 2011) The need to
supplement and/or replace animal in vivo testing with more human -relevant models
has driven advancements in human in vitro systems, as well as tissue engieering
research, but as of yet their use has not been widely adopted (reviewed by
Pampaloni et al., 2007; McKim, 2010; Parasuraman, 2011; Thomas et al., 2012;
Soldatow et al., 2013) In vitro systems offer the advantage of providing moderately
high -throughput screening systems at a significantly reduced cost when compared
to in vivo studies. They also offer the ability to understanding cellular mecha nisms
of toxicity (Burden et al., 2015; Krewski et al., 2011)The current disadvantages with
in vitro systems, however, include a lack of consistency in generating cell lines, a
difficulty in producing cell lines with a high ca pacity for expansion and developing
cell lines that retain their normal characteristics in vitro (Hartung and Daston, 2009).
These factors have led to a lack of confidence in the predictive accuracy and
reproducibility of results obtained from in vitro models. In order to validate existing
human in vitro models and establish credible in vitro systems to support and replace
in vivo models in toxicity studies, comparative rodent and human in vitro systems
need to be developed and assessed. By having the ability to conduct sideby-side
comparisons of xenobiotic toxicity in rats and humans in vitro, interspecies
differences in responses to xenobiotics can be determined, increasing the predictive

acauracy of toxicity studies (van Ravenzwaay and Leibold, 2004; Roesems et al.,
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1997; Louisse et al., 2010; reviewed by Andersen and Krewski, 2009; reviewed by

Hartung and Daston, 2009).

In this study, bladder -derived epithelial (urothelial) cell lines will be developed,
optimised and analy sed as potential models for use in toxicity testing. In vitro
systems enable the analysis of organspecific toxicity , and having validated models
of the organs systems at risk of insult from toxic xenobiotics would be of value. As
described in Chapter 3, the urothelium can be exposed to high levels of xenobiotics
secreted in urine and, as such, the use ofn vitro models of the urothelium in toxicity
testing would allow for the risks of xenobiotic -induced urothelial toxicity to be

established.
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1.4 Aims;

To conduct a comparison of normal rat and human urothelial cell culture systems as
a means of validating a normal urothelial in vitro system for use in toxicity studies.
Species variations in normal urothelial cell physiology will be explored, attempts
made to immortalise normal urothelial cells and novel metabolic capabilities of

urothelial cells investigated both in vivo and in vitro.

1.4.1 Objectives

1. Develop a normal rat urothelial cell culture system that has congruence to an

already established normal human urothelial cell culture system

2. Investigate the signal transduction pathways regulating NRU cell

proliferation

3. Immortalise NRU and NHU cells through the overexpression of BMI1 and

hTERT

4. Investigate the induction of Cytochrome P450 2B expression in normal rat

urothelial cells in vivo and in vitro
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2.1 General

All experimental work within this thesis was conducted within the Jack Birch Unit
for Molecular Carcinogenesis or the central Technology Facility in the Department
of Biology at the University of York, with the exception of tissue harvesting and in

vivo studies which were conducted at several locations listed in Appendix 1.1.

2.2 Commercial Suppliers

Details of all commercial suppliers and m anufacturers can be found in Appendix

1.2. Thesupplier or manufacturer is indicated in the text.

2.3 General laboratory equipment

All metal dissection instruments, Pasteur glass pipettes (SLS) and pipette tips
(Starlab) were autoclaved in a Harvard/LTE Series 100 autoclave at 124C (1 bar) for
20 minutes and air dried at 80 °C. Sterile, single use plasticware was purchased
from Sterlin (SLS) with the exception of RNase/DNase-free pipette tips which were

from StarStedt, RNasefree tubes (Ambion) and serological pipettes (StarStedt).

2.4 Stock Solutions

Unless otherwise indicated stock solutions were prepared with ultra-pure water
from a Purelab Ultra Genetic (Elga) ultraviolet purification unit. Heat -stable
solutions were autoclaved at 121 °C (1 bar) for 20 minutes and cooled to ambient
temperature before use. Solutions that were unable to be autoclaved were filter-
sterilised using an Acrodisc low -protein binding Tuffryn® HT syringe filter (pore

size 0.2 um; Sigma Aldrich) if intended for cell culture use.
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2.5 Cell and Tissue Culture

2.5.1 General

Aseptic technique was employed when isolating and culturing cell s. Routine cell
culture procedures were conducted within a recycling laminar flow class Il safety
cabinet (Medical Air Technology) and work involving retroviruses was conducted
in an externally ducted (Envair) cabinet. All cabinets were disinfected using 7 0 %
ethanol (Sigma) before each use and were cleaned once per week using Mikrozi®
AF disinfectant (SLS). All waste medium from cells was aspirated into Virkon © (10
% wi/v) traps and left for at least 30 minutes before disposal. Medium from cells
exposed to retrovirus was left for 24 hours in Virkon © (10 % w/v) prior to disposal.
All reagents were obtained from Sigma Aldrich, unless otherwise indicated, and
were of tissue culture grade. Cells were incubated in Heracell 240 incubator
(Thermo Scientific) at 37 °C in a humidified atmosphere of 5 % CO: (urothelial cells)
or 10 % CQ (PT67 cells) in air. Cells were counted as single cell suspensions using
an improved Neubauer haemocytometer (VWR) and a p hase contrast microscope
(EVOS™;). All centrifugation was c arried out in a bench top centrifuge (Sigma

Aldrich) at 400 g for 5 minutes, unless otherwise stated.

2.5.2 Primary Normal Urothelial Cell Culture

2.5.2.1 Rat Tissue Specimens
Surplus rat bladders were donated by the Food and Environment Research Agency
(FERA), Sand Hutton, York, and research groups at the University of Manchester,
the University of Leeds and the University of York. A small number of rats were
also purchased for the specific purpose of harvesting bladder tissue. Ethical
approval was obtained from the Department of Biology Ethics committee at the
University of York to use both surplus tissue and to purchase animals as a source of

bladder tissue.
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Rats were killed using an approved schedule one procedure. Whole rat bladders
were aseptically dissected from the animals at time of death (appendix 1.7) and
placed into 25 mL polystyrene Universal tubes containing 10 mL of sterile transport
medium (Southgate et al., 1994) (Hanks balanced salt solution (HBSS) (Gibco)
containing 20 kallikrein -inhibit ing units/mL of Aprotonin (Trasylol; Bayer), 10 mM
HEPES pH 7.6 (Gibco) for a maximum of 4 hours. Samples were kept, where
possible, at 4°C until processing. Rat bladders from the same source were given an
arbitrary record number (R -number) and the origin, age, strain and sex of the
animals were recorded as well as details on whether tissue was fixed in 10 % (v/v)
formalin for histology. Details of the R -numbers used can be found in the

experimental approach section of each chapter.

2.5.2.2 Human tissue Specimens

Human bladder, ureter and renal pelvis specimens were obtained by surgeons at
8OUOw#PUUUPEUwW' OUxPUEOOwW2U08w) EOT UzUw40DPYIT UL
Infirmary in Leeds and Pinderfields Hospital, Mid Yor kshire Hospitals NHS Trust

in Wakefield. Tissue biopsies were taken with fully informed consent from patients

with no history of urothelial neoplasia and with the permission of an NHS Research

Ethics Committee. Biopsies were collected in sterile 25 mL polystyrene Universal

tubes containing 15 mL of sterile transport medium. Samples were stored at 4 °C

until processed. Upon processing each sample was given a sequential record

number (Y-OUQET UAWEOQEWE] UEPOUWOI wUOTT wxEUDI OUz Uwl
recorded. Details of the Y number used can be found in the experimental approach

section of each chapter.

2.5.2.3 Isolation of Primary Urothelial cells
The protocol for isolating urothelium from human tissue samples was performed as
described in Southgate et al. (1994; 2002). Normal human tissue specimens were
placed in a Petri-dish (Thermo Fisher) and dissected to remove excess fat and

expose the urothelium using scissors and forceps. Tissue was incubated at 37C for
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4 hours in 5mL of EDTA stripper medium (Appendix 1.4.2) before urothelial sheets
were physically removed using forceps. These sheets were collected via
centrifugation and resuspended in Collagenase IV (400 U) slution (Appendix

1.4.2). The solution was incubated for 20 minutes at 37 °C before the cells were
collected again via centrifugation and resuspended in Keratinocyte Serum Free
Medium complete with 5 ng/mL epidermal growth factor (rhEG F; Life
Technologies), 50ug/mL bovine pituitary extract (BPE; Life Technologies) and 30
ng/mL cholera toxin (Sigma Aldrich) (KSFMc). Cells were counted and then seeded
into N 2 plasma treated tissue culture flasks, petri dishes or plates (Starstedt). The
normal rat urothelial cell isolation protocol was based upon the above method for

NHU cell isolation, but optimised as described in Chapter 3.

2.5.2.4 Subculture of Rat and Human urothelial cell lines

NRU cells were passaged when cell colonies appeared tareach a maximum size and
density. NHU cells were subcultured when approximately 90 % confluent. Cells
were incubated in 0.1 % (w/v) Ethylenediaminetetra -acetic acid disodium salt
(EDTA) solution (Appendix 1.4.2) for 5 minutes at 37 °C to chelate calcium and
POPUPEUI wWEl OOWEDUUOGEPEUDPOOGwW" 1 OOUwPI Ul wUTT O
salt solution (HBSS; Life Technologies) containing 0.25 % (w/v) trypsin and 0.02 %
(w/v) EDTA for 1 -2 minutes at 37°C. Cells dissociation was enhanced by physically
tapping the flask/dish/plate several times. Upon dissociation cells were
resuspended in 5 of KSFMc containing 2 mg of Soya bean trypsin inhibitor (Sigma
Aldrich) and collected by centrifugation. NRU cells seeding densities and
subculture are optimised in Chapt er 3. NHU cells were reseeded at a ratio of 1:3 and

used for experiments between passage 67 (POP7).

2.5.2.5 Differentiation of normal human urothelial cells
NHU cells were cultured until 80 % confluent in KSFMc. At 80 -90 % confluent the
medium was suppl emented with 5 % of batch tested adult bovine serum (ABS;

Harlan Sera-lab). Cells were cultured in KSFMc +5 % ABS until confluent at which
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point the extracellular calcium concentration was increased to 2 mM using CacCl .
Once the calcium ion concentration was increased, cells were used for experiments
after 5 days. For experimental controls, the same ¥number NHU cells were

cultured in KSFMc and harvested at the same time point.

2.5.2.6 Pharmacological Agonists & Antagonists
The agonists and antagonists u®d in this study are listed in Table 2.1 along with
their working concentrations. Compounds were reconstituted under aseptic
conditions in sterile Elga H 20 or tissue culture grade dimethyl sulfoxide (DMSO;
Sigma) according to manufactures instructions and frozen (-20 °C) in single use
aliquots. All compounds were titrated before use to determine effective
concentrations and stock concentrations were calculated to ensure that DMSO

concentrations did not exceed 0.1 % total volume.

Table 2.2.1 - Agonists/Antagonists

Compound Target Supplier **Published  Vehicle (0.1
ICso %)
PD153035 (PD)| EGFR Calbiochem 25 pM DMSO
U0126 MEK1/2 Calbiochem 72/58 nM DMSO
inhibitor
SB415286 (SB)| GSK3p | Sigma Aldrich 2.9 uM DMSO
IGF1 IGFR Sigma Aldrich n/a PBS
LY294002 (LY) PI3K Calbiochem 1.4 uM DMSO
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2.5.3 Assays

2.5.3.1 Cell biomass assay
The alamarBlue® assay was used to assess urothelial cell growth over 10 daytime
courses. Urothelial cells were cultured in either 96 or 12 well plates. AlamarBlue®
reagent (Serotec) was diluted 1:10 in culture medium and added to cells (200 pL per
well on a 96 well plate, 1.5 mL per well on a 12 well plate) for 4 hours in a
humidified incubator at 37 °C (5 % CQ). 96 well plates could be immediately
analysed on a MultiSkan Ascent 96/384 Plate Reader (Thermo Scientific) at
wavelengths of 570 and 630 nm. Medium from 12 well plates was carefully removed
and pipetted into a 96 well plate before being analysed. A no cell control was

always included.

The percentage reduction in alamarBlue® was calculated using the following

equation provided by the manufacturers:

(34798 x NRU cells @ 57m) { (80586 x NRU cells @ 63@m)  x1p0
(155677 x no cells @ 630 nmi) (5494 x no cells @ 570 nm)

34798 - molar extinction coefficient of oxidized alamarBlue  (Blue) at 600nm
80586 - molar extinction coefficient (E) of oxidized alamarBlue (Blue) at 570nm
155677 - molar extinction coefficient of reduced alamarBlue (Red) at 570nm
5494 - molar extinction coefficient of reduced alamarBlue (Red) at 600nm

After analysing the reduction, diluted alamarBlue® reagent was removed from ce lIs

and replaced with fresh KSFMc medium and the cell cultures maintained.

2.5.3.2 Colony formation assay
NRU cells were isolated using either the EDTA/collagenase IV or Dispase Il
isolation protocols and seeded at a range of densities onto N plasma treated tissue
culture plastic 6 well plates (StarStedt) or 6 well plates (StarStedt) coated with 5
pHg/cm? Collagen | (from rat tail; Sigma Aldrich) in sterile PBS for 2 hours
immediately prior to seeding. Cell medium was changed after 24 hours and then

every 2-3 days. After 5 days of culture, urothelial cells were fixed using methanol:
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acetone (1:1; v/v) for 30 seconds at ambient temperature before being stained with
0.1 % crystal violet (sigma Aldrich) in 75 % ethanol (v/v) for 5 minutes. Plates were
rinsed for 5 minutes under running tap water and air -dried inverted at ambient
temperature. Colonies were imaged using an Odyssey infrared imaging system

(LiCor) and analysed using ImageJ software.

2.5.4 Population doubling curves

Population doubling (PD) value s were calculated for NHU cells when passaged

according to the following formula:

PD= & |Og( Chn/CQn )
0 log2

Ch is the number of cells harvested after passage, Cp is the number of cells seeded and n
is the passage number.

2.5.5 NHU cell differentiation

2.5.5.1 Differentiation
A method of inducing NHU cell differentiation and the subsequent formation of a
PEDPODHPEWUUOUT T OPUO? wi EVUwxUI YDPOUUOGawWEIT T Owi UUC
80 % confluent NHU cells were cultured for 5 days in KSFMc medium
supplemented with 5 % adult bovine serum (ABS) (v/v). Cells were passaged, left
for 24 hours and the extracellular calcium ion concentration increased to 2 mM
through the addition of CaCl 2 (Sigma Aldrich) in PBS. Cells were maintained for up

to 10 days after the increase in calcium concentration.

2.5.5.2 Transepithelial electrical resistance (TEER)
To generate EwW? EDOOPOI UPEwUUOUT 1 OPUO» wUT EQwT 1 61 UE!
seeded onto Snapwel™ membranes after 5 days culture in KSFMc + 5 % ABS at a

density of 5 x 1 cells per Snapwell™ in a volume of 500 pL. 4 mL of medium was
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placed in the outer chamber and at 24 hours all medium replaced with KSFMc (2

mM Ca?) + 5 % ABS (v/v). Medium was changed every 23 days.

TEER was measured, as an indicator of barrier function and differentiation
capability, using an EVOM TM Epithelial Voltohmmeter (World Precision
Instruments) after sterilisation in Cidex Plus reagent (World Precision Instruments)

and having been rinsed twice in sterile KSFMc medium + 5 % ABS (v/v).

2.5.6 Retropack™ PT67 Packaging Cell Line

The PT67 packaging cell line is a NIH3T3 fibroblast derived cell line purchased

from Clontech. This cell line has been genetically engineered to produce retroviral

genes gag, pol and env, enabling it to produce a replication-defective retrovirus

with a broad (amphotropic) mammalian host range once transfected wit h a

Ul OUOYPUEOwWYI EUOUWUUET wEUwx+72-8ww/ 3t AwEl 00!
$ET Ol zUuw, 1 EPUOwm#, $, Ow+bDi 1 w3l ET OOOOT Pl UAwUU
bovine serum (FBS; Harlan SeralLab) and were passaged using the same protocol as

for urothelia | cells (2.6.2.4). Before being transfected with a retroviral vector, PT67

cells underwent Hypoxanthine Aminopterin Thymidine (HAT; Life Technologies)

medium selection as recommended by the supplier. PT67 cells were cultured for 5

days in DMEM/10 % FBS with 100nm aminopterin followed by 5 days in DMEM/10

% FBSHAT medium (30nm hypoxanthine, 1 M aminopterin, 20 mM thymidine).

Finally cells were cultured for 5 days in DMEM/10 % FBS-HT (30 mM

hypoxanthine, 20 mM thymidine) and immediately cryo -preserved.

2.5.7 Cryo-preservation and thawing

Cells were harvested using EDTA/trypsin in versene as during passaging. Cells
were centrifuged and resuspended in cell medium (KSFMc for urothelial cells,
DMEM/10 %FBS for PT67 cells) containing 10 % (v/v) FBS and 10 % dimtayl

sulfoxide (DMSO). Approximately 1x10 ¢ cells were aliquoted into polypropylene

40



Chapter 2

EUAOYPEOUwW & UI DOl UAKWEOEWXxOEEI EwPOUOWEwWwW?, UL
containing 250 mL of isopropanol (SLS) that had been kept at 4°C for >2 hours. The
?, Uw %0 QUPE Uw x O E-80i°E fue€x@ EbH1a Fouhours before the cryovials
were transferred into Statebourne storage dewers containing liquid nitrogen ( -196

°C).

To thaw cells, Cryovials were removed from liquid nitrogen and rapidly warmed to
37°C. 5 mL of appropriate medium was added and cells centrifuged before being

resuspended in medium and seeded as required.

2.5.8 Testing cell lines for Mycoplasma

All cell lines were tested for Mycoplasma by looking for the presence of extra-
nuclear staining with the DNA intercalator Hoechst 33258 (Sigma Aldrich). Cells
were seeded at a density of 1x18 cells per well onto autoclaved 12 well glass slides
(Hendley -Essex) in sterile Hereaus boxes (Sartorius). Cells were allowed to attach
for 4 hours before the chambers of the Hereaus box were flooded with 5 mL of the
appropriate medium. Cells were cultured until 50 -60 % confluent before being fixed
for 30 seconds in methanol: acetone (1:1; Sigma Aldrich), airdried and stored at -20
°C. To stain cells with Hoechst 33258, slides were defrosted to room temperature
and incubated for 5 minutes in 0.1 ug/mL Hoechst 33258 in PBS in the dark. Cells
were rinsed twice in PBS, air-dried and mounted in antifade. Slides were examined

using an Olympus Bx60 microscope using the appropriate epifluorescence filter set.

41



Chapter 2
2.6 Molecular Biology

2.6.1 General

Microbiology work was conducted according to the University of York guidelines

for Good Microbiological Practise. Aseptic technique was used at all times and all
benches were cleaed before and after use with 2 % (w/v) Virkon ® and 70 % ethanol
(Sigma). All waste solutions were treated in 2 % (w/v) Virkon © for 24 hours before
disposal. Glass and plasticware used was submerged in 2 % Virkor for 24 hours

before being either autoclaved and disposed of or washed for reuse.

2.6.2 Glass and Plasticware

5 and 10 mL liquid cultures were incubated in 25 mL polystyrene Universal tubes.
500 mL glass Buchner flasks were used for overnight incubation of liquid cultures.

Luria -Broth Agar was poured into 9 cm UV -irradiated Petri dishes (Thermo Fisher)
and allowed to set at room temperature. Single use inoculating loops (Thermo
Fisher) and a 100 % ethanol (Sigma Aldrich) sterilised glass L.shaped spreader was

used for plating bacteria.

2.6.3 Analysis of Gene Expression

2.6.3.1 General
RNaseZap® was used to treat all surfaces and pipettes before working with RNA.
All glass and plasticware was incubated overnight at ambient temperature in 0.1 %
diethyl pyrocarbonate (DEPC; Sigma Aldrich) to inacti vate any RNasg resent.
DEPC was inactivated by autoclaving in a Harvard/LTE Series 100 autoclave at
121°C (1 bar) for 20 minutes and air dried at 80 °C. Only DN aseand RNasefree
pipette tips (Axygen; Thermo Fisher) and nuclease-free microcentrifuge tubes
(Ambion; Thermo Fischer) were used. All water was incubated in DEPC overnight

at room temperature and autoclaved prior to use.
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2.6.3.2 RNA extraction

RNA was extracted from cultured cells and tissue samples using TRIzol™ reagent
(Life Technologies). For cultured cells, medium was removed and the cells rinsed
UPPETl wbOwWwo+ 7z Uwb M™was!ad@léduahduth® ftask@eft fards Infnated O
on a rotary shaker. A cell scraper (StarStedt) was used to remove all of the cells from
the tissue culture plastic and they were collected in the TRIzol™ reagent into 1.5 mL
microcentrifuge tubes. At this point samples were able to be stored at -80 °C and
defrosted on ice when required. Samples were left at ambient temperature for 5
minutes before 0.2 mL of chloroform (BDH) was added and the tubes vortexed for
15 seconds. Samples were incubated for 5 minutes at ambient temperature and
centrifuged (12,000 g) for 15 minutes at4 °C in a Hettich Mikro -200R. The upper
aqueous (clear) phase was carefully removed into a fresh 1.5 mL
microcentrifuge tube, 0.5 mL of isopropanol added and the sample mixed by
inverting 5 times. The samples were incubated at ambient temperature for 10
minutes before being centrifuge (12,000 g) for 20 minutes at 4 °C. The
supernatant was removed and the RNA pellet resuspended in 0.5 mL of 75 %
(v/v) ethanol. The pellet was recovered by centrifuging (7,500 g) for 5 minutes at
4 °C, resuspended a second time in75 % (v/v) ethanol before being collected for
a final time by centrifuging (7,500 g) for 5 minutes at 4 °C. The pellet was air-

dried and resuspended in 30 puL of DEPC-treated H20.

2.6.3.3 DNase treatment

RNA samples were treated using a DNase |, RNasefree kit (Thermo Scientific)

A N N e s ~ s AN oA A

of 10 x reaction buffer with MgCl 2 and 3.7 pL of DNase |, RNasefree were added
and incubated for 30 minutes at 37 °C. 3.7 uL of 50 nM ethylenediaminetetraacetic
acid (EDTA) were added, the solution mixed by pipetting and heated to 65 °C for 10

minutes.
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2.6.3.4 RNA quantification
The quantification and quality of isolated RNA was assessed after DNase treatment

using a Nanodrop ™ UV/visible spectrophotometer (Shamadzu).

2.6.3.5 Removing RNA contamination
If RNA was found to be contaminated (e.g. with ethanol or salt), as indicated by low
spectrophotometer 260:230 nm ratio values, it was cleaned by alcohol and salt
precipitation. 3 M sodium acetate (1:9) and 100 % ethanol (2.5 x volume) were
added, the sample vortexed and then left at -80 °C overnight (16 hours). Samples
were centrifuged (12,000 g) for 30 minutes at4 °C in a Hettich Mikro -200R, the
pellets resuspended in 500 pyL of 70 % (v/v) ethanol and collected again by
centrifugation (7,500 g) for 5 minutes at 4 °C. Pellets were airdried and

resuspended in 30 pL of DEPCtreated H20.

2.6.3.6 cDNA Synthesis

cDNA was generated from 1 pg of total RNA using 50 ng of random hexamer
primers and the Superscript™ first-strand cDNA synthesis kit ( Invitrogen). RNA
and random hexamer primers were added together and the total volume made up
to 12 pl with DEPC-treated water. The sample was heated to 65°C for 10 minutes
before being left O WD ET wi OUw!l wOPOUUIT U wA ws +wdOi wEwW? OE
reverse transcriptase buffer, 2 uL of 25 mM MgClz, 2 yL of 0.1 mM dithiothreitol
(DTT) and 1 pL of 10 pM dinucleotide triphosphate (dNTP) mix was added to each
sample and incubated at ambient temperature for 2 minutes. 1 unit of Superscript™
Il reverse transcriptase enzyme was added and samples incubated for 10 minutes at
25°C and 50 minutes at 42°C. The reaction was inactivated by heating to 70°C for
15 minutes. cDNA was stored at -20 °C. For each RNA sample a negative control
reaction was conducted in which Superscript™ |l reverse transcriptase enzyme was

not included (RT negative).
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2.6.3.7 PCR Primer design and optimisation
The messenger RNA (mRNA) coding sequences for the gene of inteest were
accessed from the Ensembl database. If multiple proteincoding transcript variants
exist for the gene of interest, or if the primers were being designed to amplify
multiple genes with high sequence homologies, sequences were aligned using
Kalign (EMBL library). Primers were designed using Primer -Blast (NCBI) to be 17
23 base pairs (bp) in length and have a melting temperature (Tm) of between 55 and
65°C. GC content was restricted to 4660 %. Where possible primers were designed
to amplify a regio n within a single exon. Primers were ordered from Eurofins and
upon arrival reconstituted to a concentration of 100 mM in DEPC -treated H-20
before being stored at-20°C. Primer stocks were diluted 1:10 (10 mM) prior to use.

Primer sequences can be found inappendix 1.6.

The optimal Tm and primer binding efficiency were established by gradient RT -
PCR (appendix 2.2). RFPCR reactions were set up as described in section 2.6.3.8.
with either genomic DNA (non -exon spanning primers) or control cDNA (exon -
spanning primers) used in place of sample cDNA. 8 identical samples were
subjected to the standard RT-PCR conditions but at a range of temperatures
between 55 and 65°C. The efficiency of the PCR reactions at the range of
temperatures was assessed by agarose gel electrophoresigsection 2.6.5.2 and
2.6.5.3).The Tm in which the strongest band at the correct molecular weight was

produced and in which no additional bands occurred was chosen for RT -PCR.

2.6.3.8 RFPCR
Standard RT-PCR was conducted using GoTag® G2 Flexi DNA Polymerase
(Promega) according to the manufactures instructions. Briefly, a master mix was
created containing 4 pl of 5X Green GoTag® Flexi Buffer, 2 pl of 25 mM MgCl2, 2 pl
of 10 mM forward primer, 2 uL of 10 mM reverse primer, 0.4 pl of dNTP mix (25
mM of aDTP, dCTP, dGTP, dTTP; Promega), 8.5 pl of DEPGreated H20 and 0.1 pl
of GoTag® G2 Flexi DNA Polymerase (Promega). 19uL of master mix was added to

1 pl of sample cDNA in a thin -walled 8-well strip PCR tube (Axygen; Thermo

45



Chapter 2

Fisher). The RTPCR reaction was caducted in a Bio-Rad T100M thermocycler.
Samples were heated to 95°C for 3 minutes initially to activate the enzyme before
completing 30 cycles of 95°C for 30 seconds, the annealing temperature (Tm) for 1
minute and 72 °C for 1 minute. After 30 cycles samples a final elongation step of 72
°C for 5 minutes was conducted before samples were cooled to and kept at 4°C.
Assessment of RFPCR products was by gel electrophoresis (see sections 2.7.4.2 and

2.7.4.3).

2.6.3.9 Next generation sequencing
Next generation sequencing data was accessed from the JBU next generation
sequencing archive. This data was generated from samples of freshly isolated (PO0),
proliferating (Pro) and differentiated (ABS/Ca 2¥) NHU cells from three individual
donors. Samples were analysd on a lllumina Hiseq2000 and results normalised

before being uploaded onto the database.

2.6.4 Plasmids

Details of the two plasmids used within this project are listed in Error! Reference
ource not found. .2 and diagrams can be found in Error! Reference source not

found. 2.1 and 2.1.

Table 2.2 Plasmids

Vector name  Supplier Size (Kb) Promoter Use

pGEM T easy | Promega 3.015 T7 & SP6 Cloning PCR products
Vector

PLXSN Clontech 5.874 SVv40 Gene overexpression

46



Xmnl 2009

Scal 1830

Amp

\Nael 2707
1 ori

pGEM®-T Easy lacZ
Vector
{3015bp)

ori

7l

Apal
Aatll
Sphl
BstZl
Ncol
BstZl
Notl
Sacll
EcoRl

Spel
EcoRl
Notl
BstZl
Pstl
Sall
Ndel
Sacl
BstX|
Nsil

T sps

1 start

14
20
26
31
37
43
43
49
52

147 3WAD5_GA

Chapter 2

Figure 2.1 - Schematic representation of pGEM ®T easy vector adapted from the Promega
pGEM ®T and pGEM ®T easy vector technical manual showing the T7 and SP6 promoter

regions.
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Figure 2.2 - schematic representation of pLXSN vector used for gene overexpression
adapted from the Clontech pLXSN technical manual. The four restriction enzyme

digestion sites within the multiple cloning region are labelled.
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2.65 Molecular cloning and retroviral plasmid generation

2.6.5.1 Restriction enzyme digest
Restriction digest enzymes were chosen based upon sites that existed in pLXSN
retroviral plasmid. BamH1 and Hpal sites were incorporated onto the end of
primers designed to amplify the target gene cDNA. Once ligated into pGEM ©®T easy
vector, restriction digest was carried out. 2-3 pug of plasmid DNA were digested
with 5 units of a single restriction enzyme (New England Biolabs) in the appropriate
buffer at a temperature of 37 °C for 3 hours. The DNA was recovered using a PCR
purification kit (Quiagen) and the process repeated using a second restriction
enzyme. The order in which the two enzymes (BamH1 and Hpal) were used varied

with no difference noted in the efficiency.

2.6.5.2 Agarose gel preparation
A plastic gel mould was cleaned with distilled H 20, the ends sealed with autoclave
tape and plastic gel combs inserted into the designated positions. High purity
agarose (Life Technologies) was mixed with TBE buffer (Appendix 1.4.4) and
microwaved for 2 -5 minutes until all of the agarose had dissolved. The amount of
agarose used was degndent on the size of the product expected Error! Reference
ource not found. ). SYBRSafe DNA gel stain (Invitrogen) was added according to
the manufactures instructions (1:1000), the solution mixed by swirling and poured
into the mould. The gel was then left to set at room temperature for 20-30 minutes.
The combs and autoclave tape were removed and the gel mould carefully placed
into a Horizon ® 58 electrophoresis geltank (Gibco®; Life Technologies). The tank

was the filled with enough TBE buffer to completely cover the gel by 5 mM.
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Table 2.3 Agarose gel preparations (w/v)

Percentage agarose gel Agarose (mg) per 200 mL PCR product length (bp)

... BE_
1.5% 3mg >1500
2% 4 mg 500- 1500
2.5% 5mg <500
4% 8 mg *Separating 2 bands within
50 bp of each other

* When separating two bands, temperature and electrophoresis times were optimised for
each individual product

2.6.5.3 Agarose gel electrophoresis

DNA samples from restriction digests and mini/maxi preps were diluted in 6x
loading buffer (Blue: orange loading dye; Promega) and 18 4L were loaded into
wells of an agarose gel. 64 L of Hyperladder IV (DNA < 1000 bp; Bioline) or 4uL of
GeneRuler (DNA<10,000; Thermo Fisher) were added to a separate well and a
voltage of 100 V passed across the gel for 3®0 minutes. In the case of separating
two bands of similar lengths (<50 bp), a 4 % gel would be made and run on ice at 40
V overnight. Gels were visualised using a Gene Genius bio-imaging system and

Genesnap 7.07 software (Syngene).

2.6.5.4 Ligation
The amount of vector and insert DNA used in a reaction were calculated using the

following formula:

Mass (nqg) of Vector x Length (kb) of insert
Length (kb) of Vector

X 3 =Mass (ng) of insert

50 ng of cut vector was ligated as standard. The solution also contained the insert
DNA, 2 4L of 10x ligation buffer (50 mM Tris -HCL [pH 7.8], 10 mM MgCl 2, 20 mM
dithiothreitol, 10 mM ATP, 50 mg/mL of bovine serum albumin; Promega), 1 4L

(200 units) of T4 DNA ligase (Promega). dH20 was added to make a final volume of
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20 pl. The reaction was incubated for 3 hours prior to bacterial transformation

(sedion 2.6.6.1).

2.6.5.5 Sequencing
Sequencing was conducted by the Technology Facility (Genomics) in the
department of biology, University of York. 300 ng of plasmid template and specific
primers (Appendix 1.6) were sent for analysis on an Applied Biosyste ms 3130XL
genetic analyser. Results were analysed using Chromas (v2.4.3; Technelysium Pty

Ltd). Alignment was conducted using Kalign (EMBL library).

2.6.6 Amplification of plasmid DNA

2.6.6.1 Transformation of competent E -coli
A 50 pL aliquot of XL1-Blue Subcloning-Grade Competent cells (Agilent) were
transformed using 5 L of ligated plasmid DNA. The plasmid and cells were gently
mixed together by pipetting and incubated on ice for 30 minutes. The cells were
then heats shocked at 42°C for 45 seconds fefore being returned to nice for 2
minutes. 250 pL of S.0.C medium (Life Technologies) was added to the cells and
the culture incubated on an orbital shaker at 225 rpm for 1 hour at 37 °C. Various
volumes (50-200 pL) of the cell suspension was spread ontoa LB Agar (Appendix
2.4.4) plate containing 100 pg/mL ampicillin and incubated overnight, inverted, at
37 °C. 5 mL of LB containing 100 ug/mL ampicillin was then inoculated with a
single colony, picked using a sterile pipet tip, and incubated for 4 hours at 37 °C on
an orbital shaker (225 rpm). This culture was then used to inoculate 50 mL LB broth

which was incubated overnight at 37 °C on an orbital shaker (225 rpm).

2.6.6.2 Plasmid purification
Plasmid purification was conducted using Midi Endotoxin -free plasmid extraction
Kits™ (Quaigen) according to the instructions. Overnight 50 pL cultures of

transformed bacteria were collected by centrifugation (4000 g for 15 minutes) and
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the pellet resuspended in 4 mL of P1 buffer. 4 mL of P2 buffer was added and the
solution inverted several times before being incubated at ambient temperature for 5
minutes. 4 mL of N3 buffer (chilled to 4 °C) was added and the solution inverted

several times until mixed thoroughly.

2.6.6.3 Bacterial Glycerol stocks
750 uL of overnight LB cell suspensions were aliquoted into a 1.5 mL cryovial® with
250 pL of sterile 80 % (v/v) glycerol. The solution was mixed and then stored at -80
°C. To recover bacteriaa glycerol stock was removed from -80 °C and a sterile
inoculation loop used to streak colonies on a LB agar plate (Appendix 2.4.4) (100

png/mL ampicillin) which was then incubated, inverted, overnight at 37 °C.

2.7 Protein Analysis

2.7.1 Antibodies

The primary antibodies in this work are listed in Table 2.4 with details of the
concentrations that they were used at. Working antibody concentrations were
optimised for each technique using known positive controls and positive and

negative controls were included in each experiment conducted (Appendix 2.1).
Antibody diluents were specific for each technique. Primary antibodies were
aliquoted and stored according to the manufactures instructions. Fluorochrome -
conjugated or biotin -conjugated secondary antibodies are listed in Table 2.5 with
details of working concentrations. Antibodies were titrated prior to use and stored,

according to the manufactures advice, in the dark at 4 °C.
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Antigen Clone Supplier Molecular
weight of
antigen

Cytokeratin 7 | LP1K Mouse | CRUK IHC 1:1000 | 56kDa

IF 1:1000

Cytokeratin 5 Sheep | The Binding Sitg IHC 1:250

IF 1:100
Ki67 MM1 Mouse | Novocastra IHC 1:100

IF 1:400
I OG0 ~@S |8.00E+07 | Mouse | Millipore IHC 1:300 | 92kDa
catenin IF 1:500

WB 5:3000

PhospheAkt | D9E Rabbit | Cell Signalling | IF 1:100 60kDa

(S473) WB 1:1000

Phospho D13.14.4E | Rabbit | Cell Signalling | IF 1:100 42/44 kDa

MAPK WB 1:1000

(P42/44)

Claudin 4 3E2C1 Mouse | Zymed IF 1:250 22kDa

Z01 Z01 Rabbit | Zymed IF 1:800 68kDa

Uroplakin 3a | AUl Mouse | Progen IHC 1:200

IF 1:25
CYP2B1/2 2S3 Rabbit | Kind gift from IHC 1:2000 | 42kDa
Dr R Edwards | WB 1:1000
CYP2B6 1.6.94 Rabbit | Kind gift from | WB 1:1000 | 42kDa
Dr REdwards
Table 2.5 - Secondary antibodies

Antigen \ Conjugate Host Supplier Application

Mouse IgG Alexa 488 | Goat Molecular Probes | Immunofluorescence

Mouse IgG Alexa 594 | Goat Molecular Probes | Immunofluorescence

Rabbit I9G Alexa 488 | Goat Molecular Probes | Immunofluorescence

Rabbit IgG Alexa 594 | Goat Molecular Probes | Immunofluorescence

Goat IgG Alexa 488| Donkey | Molecular Probes | Immunofluorescence

Goat IgG Alexa 594 | Donkey | Molecular Probes | Immunofluorescence

Mouse IgG Alexa 680 | Goat Life Technologies | Western Blotting

Rabbit 19G Alexa 800| Goat Life Technologies | Western Blotting

Mouse IgG Biotin Rabbit Dako Immunohistochemistry

Rabbit 19G Biotin Goat Dako Immunohistochemistry

Goat IgG Biotin Rabbit Dako Immunohistochemistry
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2.7.1 Immunofluorescence labelling

Specific antibody labelling of NHU cells was used to quantify protein expression
within cells and assess distribution throughout cells. A target -protein specific
primary antibody is used to label the target within cells before a fluorophore -
conjugated secondary antibody was used to bind specifically to the primary
antibody. The fluorophore was then excited by an appropriate wavelength of light

and visualised and quantified .

2.7.1.1 Slide preparation
Teflon® coated 12well multisport slide (CA Hendley) were cleaned with 70 % (v/v)
ethanol and sterilised by autoclaving, after which aseptic technique was observed.
20PEI UwpkPi Ul wxOEEI EwbOUOW' 1 Ul Eobiddils Bu€pBrisithw UU D OT
at a density of 5x10¢* cells/mL seeded directly onto each well. Slides were incubated
for 4 hours at 37°C to allow cell adhesion before slides were flooded with 5 mL of
cell culture medium. At the time points indicated in the results, cell culture

medium was removed and cells fixed.

2.7.1.2 Fixation

Cells were fixed with either methanol: acetone (50:50) or with 10 % (v/v) formalin
(appendix 1.4.3) depending on the target protein and/or primary antibody being
used. For methanol: acetone fixation, cells were incubated for 30 seconds at ambient
temperature in 5 mL methanol: acetone before being airdried and stored at -20 °C.
For formalin fixation, cells were incubated for 30 minutes in 10 % (v/v) formalin in
PBS and then rinsed twice for 5 minutes in PBS. Cells were permeabilised with 0.5
% (v/v) Triton -X in PBS for 1 hour before being rinsed for 5 minutes in PBS. Cells
were stored in PBS at 4°C for no more than 48 hours. Before labelling slides were

removed from PBS but the cells were not allowed to dry.
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2.7.1.3 Immunofluorescence labelling of cells

A liquid blocker super pap pen (Daido Sangyo) was used to draw around wells

EI 1 OUIl wOEEI OOPOT b wkYws +wOi wuxUPOEUAWEOUDPEOED]
0.1 % (v/v) BSA (Pierce) and 0.1 % NaN (w/v; Sigma Aldrich), was added to each

well of the slide and incubated at 4 °C overnight (approximately 16 hours). A

negative TBS only well was always included. After incubation, slides were rinsed 3

UPOI Uwi OUwk wOBPOUUT UwbPbOws3! 2wEUWEOEDI OUwUI Ox1 U
appropriate Alexa 488 or Alexa 594 secondary antibody diluted in TBS was then

placed on each well and the slides incubated at ambient temperature for one hour in

the dark. Slides were rinsed a further 3 times for 5 minutes in TBS on an orbital

shaker before being stained with Hoechst 33258 (0.1 pg/mL in TBS). Slides were

rinsed a final time for 5 minutes in TBS on an orbital shaker before being air-dried,

mounted in DABCO/glycerol antifade (Appendix 1.4.3) and a coverslip secured

using nail varnish.

2.7.1.4 Imaging immunofluorescen ce labelled cells
Cells were imaged using either the x20, x40 and x60 oil immersion objectives on a
Olympus BX60 microscope under epifluorescent illumination or using the
fluorescence imaging function of a Axio Scan.Z1 slide scanner(Zeiss). The Olympus
BX60 microscope was equipped with excitation and emission filters for
bisnenzimide, FITC and Texas Red and an Olympus DP50 digital camera for
imaging. Images were assessed in ImagePro® Plus software (MediaCybernetics).
AxioScan.Z1 images were recorded and aalysed in Zen (2011) Blue edition

software (Zeiss).

2.7.2 Immunolabelling of tissue sections

2.7.2.1 Tissue fixation, embedding and sectioning
Rat and human tissue was fixed in 10 % (v/v) formalin for 24 hours (less than 1 cn®)

or 48 hours (1-2 cm?) dependant on size. If tissue was larger than 2 cn? in size it was
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dissected into an appropriate number of pieces, which were embedded separately.
Formalin was removed and replaced with 70 % (v/v) ethanol for at least 24 hours
before embedding. For long-term storage before embedding, 70 % (v/v) ethanol was
replaced like for like at 24 hours and samples stored at ambient temperature. Tissue
was placed into labelled cassettes and then either a short dehydration protocol used
for small (less than 1 cn®) bladder tissue or a longer dehydration protocol used for
larger (1-2 cm?) bladder samples and denser tissue types including liver and kidney.
The short protocol involved 3 x 10 minute washes in 100 % ethanol followed by 2 x
10 minute washes in 100 % propan2ol (Thermo Fisher) and 4 x 10 minute washes in
100 % xylene (Fisher Scientific). Cassettes were then immersed in molten paraffin
wax (Thermo Scientific) at 60°C which was changed every 15 minutes for an hour.
The longer dehydration protocol involved a 2 hour incub ation in 90 % (v/v) ethanol
followed by a 2 hour incubation in 100 % ethanol and a 2 hour incubation in xylene.
Samples were then left overnight (approximately 16 hours) in paraffin wax at 65 °C
which was followed by 3 x 30 minute incubations in fresh para ffin wax. After both
dehydration protocols, tissue sections were orientated appropriately and embedded
in fresh paraffin wax which was chilled on a cold plate set at -12°C at left for at least
12 hours before sectioning. To generate sections, blocks werechilled on the cold
plate set at -12 °C for at least half an hour before 5 um sections were cut on a
microtone (Leica RM 2135). Individual sections were floated in a water bath set at 40
°C and collected onto Superfrost® Plus glass slides (Thermo Fisher). Slides were air
dried and baked at 50 °C on a hot plate for 30 minutes. Immediately prior to use
slides were dewaxed and rehydrated by 4 x 1 minute incubations in xylene, 3 x 1
minute incu bations in 100 % ethanol and 1 x 1 minute incubation in 70 % (v/v)

ethanol before being left in distilled water for one minute.

2.7.2.2 Endogenous peroxidase inactivation and antigen retrieval
Endogenous peroxidases are present in a number of cells (e.gred blood cells) and
could interfere with the labelling process. To inhibit endogenous peroxidase activity
slides were incubated at ambient temperature in 3 % (v/v) H202 (Thermo Fisher) for

10 minutes and rinsed in distilled water for 10 minutes.
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To prevent formalin cross-linking from masking antigens one of four antigen

retrieval protocols was used after peroxidase inhibition. These protocols were:

i Citric acid

Slides were immersed and weighted down in 10 mM citric acid (pH 6.0; Thermo
Fisher) and microwaved at 900 W for 13 minutes. Following microwaving slides

were chilled on ice and rinsed in distilled water.

ii.  Trypsin

Slides were incubated at 37°C in 100 mL 0.1 % (w/v) trypsin from porcine pancreas
(Sigma Aldrich) in 0.1 % (v/v) CaCl: solution at pH 7.8 for 10 minutes and then

rinsed in distilled water.

iii.  Trypsin and citric acid

Slides were incubated for 1 minute at 37 °C in 100 mL 0.1 % (w/v) trypsin from
porcine pancreas in 0.1 % (v/v) CaCt solution at pH 7.8 before being transferred
into 10 mM citric acid (pH 6.0) and microwaved at 900 W for 13 minutes. Slides

were subsequently chilled on ice and rinsed in distilled water.

iv. EDTA

Slides were immersed and weighted down in 1 mM EDTA solution (pH 8.0) and
microwaved at 900 Watts for 13 minutes before being chilled on ice and rinsed in

distilled water.

Each antibody was tested with each of the antigen retrieval protocols at a range of
concentrations and with a concentration and protocol chosen that produced clear

labelling with minimal background.
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2.7.2.3 Immunoperoxidase labelling
Slides were immersed in TBS (Appendix 1.4.3) and placed into Shandon Sequenzas
(Thermo Fisher) on cover plates. Each slide was blocked for 10 minutes with 100 pl
Avidin (Vector Laboratories), washed twice with TBS, and block ed for 10 minutes
with 100 pL Biotin (Vector Laboratories). Slides were washed twice in TBS,
incubated for 5 minutes in 100 pL of 10 % (v/v) serum (Dako) from the secondary
antibody host animal followed by overnight (approximately 16 hour) incubation in
an appropriate concentration (Table 2.4 of the primary antibody at 4 °C. The
primary antibody was removed by washing slides twice in TBS. Slides were then
incubated at ambient temperature for half an hour in an appropriate concentration
(Table 2.5) of an appropriate biotinylated secondary antibody. The secondary
antibody was removed by washing twice in TBS and 100 pL of streptavidin -
Horseradish peroxidase (HRP) (Vector Laboratories), prepared 30 minutes prior to
use according to the manufactures instructions, was added to each slide and
incubated at ambient temperature for 30 minutes. Slides were washed twice in TBS
and 200 pL SigmaFAST diaminobenzidine (DAB) (Sigma Aldrich), prepared in
dH:0 according to the manufactures instructions, added to each slide for 10
minutes. Slides were rinsed in dH20, counterstained for 30 seconds in Mayers
Haematoxylin (appendix 2.34.3) and dehydrated through 1 x 1 minute 75 % (v/v)
ethanol incubation, 3 x 1 minute 100 % ethanol incubations and 2 x 1 minute 100 %
Xylene incubations. Slides were left air dry and mounted under a coverslip in DPX

mounting fluid (CellPath).

2.7.2.4 Immunoperoxidase labelling using the catalysed signal amplifi cation
kit
An catalysed signal amplification (CSA) kit was purchased from Dako and used
2.72.2), slides were placed into sequenzas and blocked with avidin and biotin a's
described in section 2.7.2.3 but with the exception of TBS being replaced with TBST
(Appendix 1.4.3). Slides were blocked with serum free protein block reagent (Dako)

for 5 minutes and incubated in the primary antibody, diluted appropriately in
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antibody dilution buffer (Dako), for 15 minutes. Three 5 minute TBST washes were
used to remove the primary antibody and 100 pL of secondary antibody
(biotinylated link antibody (Dako) for mouse primary antibodies and biotinylated
anti-rabbit antibody ( Table 2.5) for rabbit primary antibodies) applied to each slide
for 15 minutes. Slides were then washed 3 times in TBST and Streptavidinbiotin
complex (Dako), pre-prepared 30 minutes prior to use, added for 15 minutes. Slides
were washed three times in TBST and 100 pL of amplification reagent (Dako) added
to each slide for 15 minutes before being removed by three TBST washes. 100 pul of
Streptavidin -HRP (Dako) was added to each slde for 15 minutes and removed with
three TBST washes and 100 pL of DBA reagent (Dako) added to each slide for 10
minutes. Slides were then removed from sequenzas, washed in dH20 before being
counterstained in Mayers Haematoxylin, dehydrated and mounted as described in

section 2.7.2.3.

2.7.3 Image capture and analysis

TissueGnostics software was used to quantify immunolabelling of specific proteins
in images of tissue sections or cultured cells. Samples were only comparable if
labelled at the same time andif TissueGnastics settings were unaltered after initial

optimisation.

2.7.3.1lmage acquisition

Images of whole tissue sections/cultured cell layers were taken using an Axio
Scan.Z1 slide scanner and Zen 2012 (blue edition) software. Images were stad as
.czi files and reopened using TissueGnostics HistoQuest (immunoperoxidase) or

TissueQuest (immunofluorescence) software.
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2.7.3.2Cell identification and immunolabelling assessment
An initial region of interest (ROI) was selected for software optimisation consisting
of less than 200 cells. By altering the nuclear size, remove small objects, remove
weakly labelled objects and the automatic background parameters, individual cell
nuclei were identified. Immunolabelling intensity was then quantified using the
identified cell mask parameter. Dependent on whether the labelled protein was
nuclear or cytoplasmic, an outside, inside and outside or inside cell mask was
selected. These masks priected from the identified cell nuclei and the scale settings
were adjusted until cells boundaries were clearly identified. All labelling within the
masks was quantified to produce arbitrary intensity values. Once complete, a larger

ROI was selected and he labelling intensity quantified using the optimised settings.

Individual cells in immunoperoxidase labelled images were selected based on
haematoxylin staining of cell nuclei by the HistoQuest software. Individual cells in
immunofluorescence labelled images were identified based on the Hoechst 33258

labelling of their nuclei by the TissueQuest software.

2.7.3.3Analysis
DAB/fluorescence intensity values (arbitrary units) were either exported directly
into Microsoft excel and statistical analysis conducted or used within
TissueGnostics software to generate positive/negative cell labelling ratios. To
achieve this, a positive/negative cut-off threshold was established based on visual
assessment of labelling and the percentage of cells falling into each graip

determined.

2.7.4 Western Blotting

2.7.4.1 Cell Lysis
Cultured cells or cells harvested from tissue were washed twice in cold (4 °C) PBS
and lysed in 50 pL of 2 % (w/v) SDS lysis buffer (appendix 1.4.5) containing
protease inhibitor cocktail (1:500; Sigma Aldrich) and 13 mM dithioreitol (DTT)
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(Sigma Aldrich). To facilitate adherent cell removal into lysis buffer, cells were
gently scraped using a cell scraper. Lysed cell solution was collected in a 1.5 nbL
microcentrifuge tube on ice and sonicated (25 W) for a 10 seconds before being
rested for 10 seconds on ice and sonicated for a further 10 seconds. Postonication,
lysates were rested on ice for 30 minutes before being centrifuged for 30 minutes at
14,00 rpm. The supernatant was collected into a fresh microcentrifuge tube with

care being taken not to collect any of the pellet which was discarded.

2.7.4.2 Protein concentration assay

Coomassie Plus reagent (Thermo Fisher) was used to quantify protein
concentrations. Bovine serum albumin (BSA) (Thermo Fisher) standards of 25, 125,
250, 500, 750 and 1000 pg/mL were generated from a 2 mg/mL stock solution. 10 pL
of each standard was pipetted in duplicate onto a 96 well plate (Corning) along with
cell lysates which were first diluted 2:25 in dH 20. 200 pL of Coomassie Plus reagent
at ambient temperature was added to each sample and the absorbance read at
wavelengths of 480 and 630 nm on a Multiskan Ascent microplate reader (Thermo
Electron Corporation). The protein concentration was calculated from the BSA

standard curve taking into account the dilution factor (1:12.5).

2.7.4.3 Protein sample preparation
Samples containing 204 1 of protein were generated. Samples also contained LDS
sample buffer (Invitrogen) in a ratio of 1:4 (v/v) and Reducing agent (Invitrogen) in
EwWUEUPOwWOI whuohYwpYrYAS w2EOx Ol Uwbwitd dIHE@E ET w U x

and heated to 70°C for 10 minutes before loading.

2.7.4.4 SDSPolyacrylamide Gel Electrophoresis (PAGE)
A precast Novex 10 well 4-12% BisTris gel (Invitrogen) was removed form its
package and rinsed in dH20. The comb was removed and the gel placed into the
running apparatus according to the manufacturers instructions. Approximately 200

mL of running buffer ( appendix 1.4.5) was placed into the central well of the
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(Invitrogen) added. The chamber was checked for leaks before 600 mL of running
buffer was then poured into the outer well. Samples were loaded into individual

PlT OOUB wk ws + w O LU I EECPebpixE@instCptbteini standard (Bio -
Rad) was added to a separate well, the apparatus lid attached and ice packed

around the outside. Electrophoresis was carried out at 200 V for 50 minutes.

2.7.4.5 Protein transfer and imaging

PVDF membrane (Millipore ) was cut to the approximate size of the gel, dipped into
100 % methanol and rinsed in dH20 for 2 minutes. Filter paper was also cut to the
approximate size of the gel (2 per gel) and together with blotting pads soaked in
transfer buffer (appendix 1.4.5). Thegel sandwich was assembled and placed into a
transfer apparatus (Novex) according to the manufacturers instructions with care
being taken to avoid air bubbles from becoming trapped with in the system. The
central chamber was filled with transfer buffer and the outer chamber filled with
dH20. The apparatus lid was attached, the apparatus surrounded by ice and a
voltage of 30 V passed through the system for 2 hour. Upon completion the
membrane was removed from the gel sandwich and placed into TBS buffer
(appendix 1.4.5). Protein transfer to the membrane was visualised by staining with
42mM Ponceau red in 3 % (v/v) trichloroacetic acid, and washed off in dH20. The
membrane was blocked in 10 mL of Odyssey blocking buffer diluted 1:1 (v/v) with
TBS on an orbital shaker for 1 hour. The blocking solution was removed and the
primary antibody added, diluted in Odyssey blocking buffer / TBST (1:1 v/v)
(appendix 1.4.5. The sample was incubated overnght at 4 oC. The membrane was
rinsed 4 times for 5 minutes in TBST before the secondary antibody, diluted in
Odyssey blocking buffer / TBST (1:1 v/v), was added. The membrane was placed in

the dark on an orbital shaker for 1 hour before being rinsed for 5 minutes in TBST

and 3 times for 5 minutes in TBS. Epifluorescence imaging at 700 and/or 800 nm
using the Odyssey v1.1 software (LiCor) was conducted to visualise

immunolabelling.
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2.7.4.6 Membrane stripping
Membranes were stripped using the Western Blot recycling kit (Autogen Bioclear)
according to the manufactures instructions. The membrane was incubated for 30
minutes in stripping buffer diluted 1:10 (v/v) in dH 0. The membrane was
rescanned to ensure that stripping had been successful before being msed for 5
minutes in TBS. The membrane was then blocked and probed again as described in

section 2.7.3.5.

2.8 Statistical analysis

Data was represented graphically using ExceP (Microsoft). Where possible, data
was presented as the mean of all replicaes with error bars representing + 1 standard
deviation (SD). Statistical analysis was conducted using instat 3.1 software
(Graphpad) when at least three data points were obtained, in which case, the data
were confirmed to be drawn from Gaussian distribution . 2-way analysis of variance
(ANOVA) tests were used to compare three or more sample means, along with the
appropriate post-test. Tukey range test (Tukey test) were used to test which
treatments were significantly different from each other. A 2 -tailed, paired student T -
test was used to compare two sample means generated from the same cell lines.
Levels of significance are cited in the test and assumed to be significant where

p<0.05.
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3.1 Chapter Introduction

3.1.1 The Bladder

The urinary bladder is the organ responsible for the storage of urine produced by
the kidneys, prior to voiding. As such, the bladder has to be highly compliant in
order to expand and maintain low pressure as the volume of urine increases and to
contract when urine is voided (reviewed by Andersson and Arner, 2004). As an
important route of excretion for numerous endogenous and exogenous compounds
(discussed by Anzenbacher and Zanger, 2012) urine represents a hostile
environment and the bladder must be able to maintain a tight barrier in order to
prevent toxin, ion, solute and water flux into the body. The concentrating effect of
filtration by the kidneys can result in the lining of the bladder being exposed to
higher concentrations of potentially toxic compounds than other organs in the body.
The duration of exposure can also exceed that of other organs. Exposure to
increased concentrations oftoxic compounds for longer durations than other organs
increases the risk of damage, and can result in toxicity that is specific to the bladder

(Kawanishi et al., 2002; Akagi et al., 2003)

3.1.2 The Urothelium

The urothelium is a highly specialised, transitional epithelium that lines much of
the urinary tract including the renal pelvis, the ureters and the urinary bladder. It
has a stratified structure comprising the three specialised cell zones of the
superficial Pumbrella? cells, intermediate cells and basal cells.Although superficial
cells are regarded as being terminally differentiated (Varley et al., 2004) urothelial
cell phenotype has been shown to be plastic, with the cellular localisation or niche

determining the differen tiation status of urothelial cells (Wezel et al., 2014)

Human urothelial cells normally exist in a quiescent state, undergoing mitosis an
estimated 1-2 times per year (Marceau N, 1990) In response to injury or damage,

however, the urothelium has been shown to have a high capacity for regeneration
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(Baskin et al., 1997; Cohen, 1989; Rebel et al., 1994hich has led to the hypothesis
that a urothelial stem cell population exists to regulate this response (Gaisa et al.,

2011; discussed by Ho et al., 2012)

In rodent urothelium, cells within the basal cell layer have been shown to be label -
retaining in vivo, highly proliferative in response to injury and capable of
communication with the underlying stroma through sonic Hedgehog/Wnt
signalling (Shin et al., 2011; Zhang et al., 2012)This strongly suggests the presence
of a stem or progenitor cell population within the basal cell layer (Nguyen et al.,
2007; Kurzrock et al., 2008)and that these cells are in close communication with the

underlying stromal cells across the basement membrane.

In human urothelium, fewer studies looking for stem cells have been published. By
tracking urothelial cells containing non -pathogenic agerelated mutations of
mitochondrial DNA, Gaisa et al. found that clonal units of cells with the s ame
lineage exist within the urothelium (Gaisa et al., 2011) These units were shown to
span all cell layers of the urothelium and all contained a small number of basal cells
in contact with the basement membrane. Gaisa et al. proposed that these basal cells
could be urothelial stem cells, although they acknowledged that is difficult to
confirm without a definitive stem cell marker. A separate study cultured isolated
human urothelial cells in the presence of epithelial growth factor (EGF) and basic
fibroblast growth facto r (bFGF). By doing so they were able to isolate selfrenewing
CD34+, DC45 urothelial cells that grew into spheroids, which were proposed to be

a functional urothelial progenitor/stem cell (Fierabracci et al., 2007)

Alternatively, human urothelial cells have been shown in vitro to be capable of selt
regulating proliferation and wound r esponse. Urothelial cells from all cell layers of
the urothelium are capable of undergoing mitosis (Hicks, 1975) and regulating
proliferation and migration in response to wounding through an EGFR mediated

autocrine signalling loop (Varley et al., 2005) Furthermore, it has been
demonstrated that all normal human urothelia | cells have the same capacity for

proliferation in vitro, independent of their origin in vivo (Wezel et al., 2014) These
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findings suggest a global urothelial response to injury, t hus supporting the concept
of cellular localisation or niche determining the differentiation phenotype of

urothelial cells.

The urothelium is generally regarded as the tightest epithelial barrier in the human
body (reviewed by Anderson and Van ltallie, 2009), allowing it to function as an
effective barrier to urine. This is achieved by the expression of asymmetric unit
membrane (AUM) plaques on the apical surface of superficial cells, and the
presence of tight junctions between urothelial cells. AUM plaques cover between
70-90% of the apical membrane of superficial cells and are divided by hinge areas
formed of flexib le plasma membrane segmens. They are composed of several
uroplakins (UPKSs), the expression of which has been well characterised (reviewed
by Lee, 2011) AUM plaques are found on the apical surface of superficial cells and
are reliable markers of differentiation in urothelial cells of all mammalian species,
including humans and rats. AUM plaques limit the contact of superficial cells with
urine, increasing the durability of cel Is and their resistance to damage by harmful
constituents of urine (Walz et al., 1995; reviewed by Lewis, 2000) Urothelial cell
tight junctions are formed from multiple proteins including occludins and claudins
and are regulated during cell differentiation by PPA 1 ww E E U g\Vatey &t A
2006) Peroxisome proliferator-E EUDYEUI Ew Ul EIl x UOUw ww o/ /
nuclear hormone receptor superfamily. When ligand-bound, PPARw
heterodimerises with retinoid X receptor (RXR), forming a transcription factor that
binds to specific peroxisome prolifer ator response elements (PPREs) in the
promoter regions of target genes. PPARw is known to be upstream of several
transcription factors, including IRF1, FOXA1, ELF3, KFL5 and GATA3 (Varley et al.,
2009; Bock et al. 2014) In urothelial cells, PPARw activation is known to promote
the activation of differentiation -associated genes including uroplakin (UP) 1a, UP2,
UP3b, cytokeratin (CK) 13 and CK20 as well as claudins 3, 4 and Varley et al.,
2004; Varley et al., 2006; Varley and Sothgate, 2008)
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Figure 3.1 + PPARw activation of urothelial differentiation -associated gene expression.
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peroxisome proliferator response elements (PPRE), resulting in secondary transcription

factor expression. These transcription factors subsequently activate differentiation-

associated genes.

In particular, the expression of claudin 3, in conjunction with a ZO -1 switch from
the ZO-huYisoform to the ZO-huYisoform, have been shown to be essential for
barrier function in vitro (Smith et al., 2015) Tight junctions function to prevent
paracellular movement of ions and solutes across the urothelium. A
glycosaminoglycan (GAG) layer is also present on superficial urothelial cells and
may contribute to urothelial barrier function and defence (reviewed by Parsons,

1993)
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The urothelium has been reported to havesensory ability , disruption of which may
be involved in pathological conditions such as interstitial cystitis (discussed by
Apodaca, 2004; Birder et al., 201Q)Thus, urothelial cells are able to detect chemical,
mechanical and thermal stimuli through the expression of receptors including
purinergic , nicotinic and muscarinic receptors and ion channels including TRP
channels and epithelial sodium channels (ENaC) (Beckel and Birder, 2012; Birder et
al., 1998; Chopra et al., 2008a; Kullmann et al., 2008Urothelial cells are reported to
be capable of responding to stimuli by releasing chemical signalling molecules such
as ATP, nitric oxide (NO) and acetylcholine (ACh), allowing for communication
within the urothelium and with underlying stromal cells in the lamina propria
(reviewed by Birder, 2010). As the urothelium is aneural, chemical communication
across the basement memiane allows for urothelial -neuronal interactions and
signalling. A useful example of these sensory interactions is in normal and
pathological conditions involving bladder voiding. Sensory urgency, a dysfunction
condition in which the sufferer continually feels the desire to empty their bladder, is
associated with a significant increasein TRPV1 receptors in the urothelium (Daly et
al., 2007) Similarly, TRPV4, TRPA1 and TRPM8 antagonists have been shown to
have some therapeutic merit in treating lower urinary tract symptoms (Franken et
al., 2014) Other prominent TRP channels in the urothelium including TRPV4 are
thought to be involved in the sensory regulation of normal bladder voiding
(Gevaert et al., 2007; Olsen et al., 2011; Ogawa et al., 2015 mouse models, TRP1
and TRPV4 knockout animals showed altered voiding characteristics when
compared to wild type littermates (Yoshiyama et al., 2015) Although a strong case
for the sensory role of urothelium has been presented by some, there are
contradictions in the experimental approaches used to support the claims, including
the specificity of reagents and the nature of the tissue preparations used (reviewed
by Yu & Hill 2011). In cultures of human urothelial cells in vitro, a lack of
responsiveness to specific TRPV1 and TRPV4 agonists and antagonists has been
reported in conjunction with the urothelial expression of functional P2Y 4 receptors

(Shabir et al, 2013)
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3.1.3Urothelial cell culture models

Normal Human Urothelial (NHU) cells

NHU cells can be isolated from surgical biopsies and grown in culture where they
switch from a quiescent to a regenerative and migratory phenotype (Hutton et al.,
1993; Rebel et al., 1994; Southgate et all994) Cultured in keratinocyte serum free
medium under conditions of low calcium and exogenous epithelial growth factor
(EGF), Cholera toxin (CT) and bovine pituitary extract (BPE) supplementation
(KSFMc medium), isolated NHU cells can be subcultured over several passages
(Southgate et al., 1994; Southgate et al., 200ZJhe proliferative phenotype of NHU
cells can be maintained for up to at least 6 passages without changes occurring in
cell morphology and NHU cells can be induced to adopt a different iated phenotype
through the addition of adult bovine serum (ABS) and increasing the extracellular
calcium concentration to an approximately physiological (2mM) concentration
(Cross et al.,, 2005) When induced to differentiate by this method, NHU cell
proliferation is inhibited and the cells express differentiation-associated proteins
such as uroplakins and claudins. ABS/Ca?* differentiated NHU cells also create a
stratified structure in vitro that resembles the urothelium in situ and acts as a
functional barrier, demonstrated by the generation of a transepithelial electrical

resistance (TEERYRubenwolf and Southgate, 2011; Baker et al., 2014)

Normal Rat Urothelial (NRU) cells

Isolation and culture of normal rat urothelial (N RU) cells have been described in the
literature by several research groups (detailed in Table 3.1). NRU cells have been
Ul xOUUI EwUOwT UOGH@HDwkvhida Brédbde B tréd-dimensional
tiered structure in culture and which do not expand to cover all of the available
surface area (Zhang et al., 2001) This phenotype is likely to be the result of
isolation protocols and/or cultu re conditions. In particular the use of serum, which
is known to induce a differentiated phenotype in NHU cells, would likely result in
alterations in NRU cell phenotype and growth characteristics. The culture of NRU
cells in KSFMc (low calcium) medium, in which NHU cells adopt a proliferative
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phenotype and expand until becoming contact inhibited, has not been reported.
Two publications have reported serially sub -culturing NRU cells beyond passage 2
(Zhang et al., 2001; Kurzrock et al., 2005)but this has not been replicated, as all

other publications only culture primary NRU cells.

The lack of a standardised NRU cell culture model has resulted in numerous
differences between published NRU cell cultures. The strains, ages, weights,
gender, isolation protocols and culture conditions that have been published differ
greatly (described in Table 3.1). Published NRU cell isolation protocols are different
to each other and to the established NHU cell isolation protocol. Varying protocols
for isolation and culture could affect NRU cell yiel d and cell phenotype in culture
and result in NRU cell cultures that are contaminated with stromal cells. This would
result in NRU cell cultures with different capacities for growth, which is possibly
represented by the time that NRU cells were cultured for before being harvested or
fixed for analysis. When combined with the differences of strain, age/weight and
sex, the various protocols generate NRU cell cultures, which are difficult to compare

either with each other or with the NHU cell culture system.

One significant difference between reported culture conditions for NRU cells is the
use of serum supplemented cell culture medium, with the most common being fetal
bovine serum (FBS). FBS is a common cell culture medium supplement that is
required for the growth, proliferation and adhesion of multiple cell lines but is not
required for NHU cell proliferation in vitro and has an inhibitory effect on NHU cell
growth (Southgate et d., 1994; Cross et al., 2005) FBS contains a cocktail of growth
factors, antibodies and various other proteins that can have multiple stimulatory
effects on cellsin vitro. (Honn et al., 1975) Despite being used for over 50 years, FBS
has never been fully characterised and the most recent studies have shown that it
contains in excess of 1,800 protein and 4000 metabolites that can vary significantly
between batches(reviewed by Jochems et al., 2002; Gstraunthaler et al., 2013)The
exact mechanisms by which FBS stimulates cellular growth are unknown, due to the

large number of growth factors it contains, making its use in researching normal
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cellular functions and physiology contra -indicated (Gstraunthaler, 2003; discussed
by van der Valk et al., 2010) Similarly the use of irradiated fibroblast feeder layers
can also distort normal cellular mechanisms by releasing or stimulating the

production of a cohort of factors (Eiselleova et al., 2008; Wang et al., 2012)

The lack of consistency in rats sourced, isolation protocols and NRU cell culture
conditions poses a problem when attempting to compare NRU cell culture system
against both each other and against the normal human urothelial (NHU) cell
system. As such, thae is a necessity to develop a standardised NRU cell culture
system. For the purposes of fulfilling the aims of this project, the standardised
system is required to be as similar as possible to the established NHU cell culture

system to allow accurate comparisons to be made of the two systems.
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Table 3.14 Details of NRU Isolation Protocols in the Literature

Publication

Age/Weight

Chapter 3

Primary isolation phase

Secondary  disaggregation

phase

Experimental

time scale

Rozell et al. 1997 Sprague-Dawley 3-6 weeks Male Collagenase IV / Trypsin (4 | Collagenase IV / Trypsin (7 | 24-28 hours
hours at 4 °C) mins at 37 °C on a shaker)
Zhang et al. 2001 Wistar 540600 g Male 1 % Collagenase IV (1 hour at | None 13 days
37°C)
Kurzrock et al. 2005 | Sprague-Dawley 200500 g - 0.05 % Trypsin (1 hour at 37 | None Passage 10
°C in 95 % CO2)
Chopra et al. 2008 Sprague-Dawley - - Dispase (overnight at 4 °C) Trypsin / EDTA (15 mins at | Confluence
36°C)
Chopra et al. 2008 Wistar 9 months Male 0.1 % EDTA (4 hours at 37°C) | Collagenase IV (30 mins at | Passage 13
37°C)
Kullman et al. 2008 | Sprague-Dawley 200250 g Female Dispase (overnight at 4 °C) Trypsin / EDTA (15 mins at | 48-72 hours
36°C)
Olsen et al. 2010 Sprague-Dawley - Female 0.05 % Trypsin (1 hour at 37 | None 7 days
°C in 95 % CO>)
Beckel et al. 2012 Sprague-Dawley 250300 g Female Dispase (overnight at 4 °C) Trypsin / EDTA (15 mins at | 1-2 days
36°C)
Juszczack et al.| Wistar 200250 g Female Dispase (overnight at 4 °C) Trypsin / EDTA (15 mins at | 48hours
2012 36°C)
.2, UOOE OI u Sprague-Dawley 8-12 weeks | Female Dispase (3-4 hours at 37°C) Trypsin / EDTA (15 mins at | 48-72 hours

2013

37°C)
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3.2 Chapter Aim

To develop and optimise a standardised normal rat urothelial (NRU) cell culture
system in which cells can be cleanly isolated and cultured in complete keratinocyte
serum free medium (KSFMc) for comparison against an existing normal human

urothelial (NHU) cell culture system.

3.2.10bjectives

1. Test the effectiveness of a NHU cdl isolation protocol at isolating NRU cells
and, if ineffective, develop and optimise an alternative protocol for NRU cell
isolation

2. Optimise various cell culture conditions including the presence of serum,
the surface substrate and seeding density in order to maximise the lifespan

of NRU cells in culture.
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3.3Experimental approach
3.3.1 Cell isolation protocol

An established NHU cell isolation protocol was initially used and subsequently
adapted for NRU cell isolation based on protocols in the literature. The established

NHU cell isolation protocol is described below.

NHU cell isolation protocol  (lllustrated in Figure 3.2)

1. Human bladder/ureter tissue is cut with scissors to expose the urothelium
ECEWDOEUVUEEUI Ewi OUwKwl OUUUwDPOweEOThe #3 w ? L
urothelium is then gently removed from the underlying tissue using forceps.

2. Isolated sheets of wuothelial cells are incubated for 20 minutes in a
collagenase type IV solution at 37C before being collected by centrifugation
and resuspended in KSFMc medium.

3. Urothelial cell number is established by counting cells on a haemocytometer.

4. Urothelial cells are seeded onto N\e plasma treated tissue culture plastic and

cultured in KSFMc medium.
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Figure 3.2 - The isolation of normal human urothelial (NHU) cells. An annotated cartoon detailing the various stems of the NHU cell isolation protocol
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3.3.2 Adapting the NRU cell isolation protoco |

The NHU cell isolation protocol was adapted based on NRU cell isolation protocols

in the literature. The various aspects of the protocols were optimised to generate the

greatest possible yield of NRU cells (seeTable 3.1). Following testing, the optimised

x UOUOEOOwWUI xOEETI EwUT T wKwi OUUws$#3 w?PU0UDxxI U
dispase Il incubation and the 20 minute collagenase IV incubation with a 10 minute

0.25% trypsin in versene incubation step. Briefly:

1. Rat bladders were cut with scissors to expose the urothelium and incubated
for 3 hours in a 0.5% (w/v) dispase Il solution at 37°C. The urothelium was
then gently removed from the underlying tissue using forceps.

2. Isolated urothelial sheets were incubated for 10 minutes in a 0.25% trypsin in
versene solution at 3”C before being collected by centrifugation and
resuspended in KSFMc medium.

3. Urothelial cell number was established by counting cells on a

haemocytometer and seeded at 1 x 10cells /cmz.

3.3.3 Optimising NRU cell culture conditions

Having tested the isolation protocol, other aspects of the NRU cell culture system
were optimised for maximum NRU cell growth. The presence of bovine serum, the
cell seeding density and the tissue culture surface substrate were all optimised for
NRU cell culture. To achieve this, NHU cell culture conditions were tested against
those reported in the literature to determine which promoted the greatest level of

NRU cell growth.
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3.3.4 Summary of experimental approach

Isolated

Rat bladder urothelial

sheets

Proliferating NRU cell

Disaggregated
NRU cells

colonies

Figure 3.3¢ The NRU cell isolation protocol. A cartoon illustrating the various processes
involved in urothelial cell isolation and culture. The stages (numbered in red) correspond to
those in Table 3.2.

Table 3.24 The main stages of NRU cell isolation and culture with potential variables

Number ‘ Stage Variables
1. Primary enzyme 1 EDTA
incubation 1 0.5%Dispase I
2. Secondary enzyme 1 Collagenase IV
incubation 1 0.25%Trypsin in versene
3. 1 1x1¢
Cell seeding density T 1Ixio
1 1x10
4, Serum 1 + 5% fetal bovine serum (FBS)
1 - 5% fetal bovine serum
5. Tissue culture 1 N:zplasma treated
surface substrate 1 Collagen | treated
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3.3.5 Cell lines

Table 3.34 NRU cell lines

Chapter 3

Code No.of Sex Source Age/Weight
animals

R0064a, 30 M/F FERA Homozygous Scottish 5 weeks
b&c

RO07 5 M University of York Sprague Dawley 9 months
R0O08 20 M | University of Leeds Wistar 6-9 months
R009 30 M/F FERA Homozygous Scottish | 3-6 weeks
RO10 5 M/F | University of York Wistar 4 weeks
R0O12 6 M/F | University of York Wistar 6 weeks
RO13 13 M/F FERA Homozygous Scottish 3 weeks
RO15 25 M/F FERA Homozygous Scottish | 2-3 weeks
RO16 20 M/F FERA Homozygous Scottish 3 weeks
RO17 30 M/F FERA Homozygous Scottish | 3.5 weeks
R020 12 M/F FERA Homozygous Scottish 2509
R022 20 M/F FERA Homozygous Scottish 3 weeks
R023 4 M/F FERA Homozygous Scottish 2509
R024 10 M/F FERA Homozygous Scottish 5 weeks
R025 15 M/F FERA Homozygous Scottish 3 weeks
R027 9 M/F FERA Homozygous Scottish 2509
R028 20 M/F FERA Homozygous Scottish | 3-4 months

NRU cell lines were generated from donated rat bladder tissue from three strains of  rat:
Wistar (NRU -W), Sprague Dawley (NRU -SD) and Homozygous Scottish (NRU -HS).

Table 3.4 - NHU cell lines

Tissue of origin Age Age of cells during
experiments
Y984 Bladder M 70 Passagel-5
Y1052 Renal pelvis unknown unknown Passage 15
Y1183 Ureter M 75 Passage 15

79



Chapter 3

3.4Results

3.4.1 Initial comparisons of rat and human urothelium in situ

The epithelial cell marker cytokeratin 7 (CK7) and the proliferation marker Ki67
were immunolabelled in rat and human bladder sections (Figure 3.4). Native rat
urothelium was found to be, on average, 3-4 cells in depth unlike human
urothelium, which exceeded 6 cells. Ki67 labelling was present in all but superficial
cells in rat urothelium whereas Ki67 positive cells were not seen in human

urothelium.

3.4.2 NRU cell culture using protocols established for NHU cells.

NRU cells were isolated using the published protocol for NHU cell isolation, seeded
at an approximate concentration of 1 x 10* cells/cm2 onto N2-plasma treated tissue

culture plastic and cultured in KSFMc medium.

After isolation, NRU -HS cells were difficult to distinguish from cell deb ris, making
seeding inaccurate (Figure 3.5).Growth curves generated over 9 days indicated that
NRU-HS cells actieved approximately one cell doubling between 1 and 5 days,

after which cell biomass remained approximately the same or reduced (Figure 3.6).
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Figure 3.4 ¢ Differences in the tissue thickness and number of proliferative cells in the
native urothelium of humans and rats. Immunolabelling of the urothelial cell marker
cytokeratin 7 (CK7) (top & middle) and the cell proliferation marker Ki67 (bottom) in rat
(left) and human (right) bladders. Superficial, intermediate and basal cell zones are labelled.
2 EE Ol wE E URksufisth&vy haén@paated in multiple individual rat bladders (n=<5)

81



Chapter 3

Figure 3.5¢ NRU cells were not cleanly isolated by the NHU cell isolation protocol. Phase
contrast images of NRU-HS cells after isolation using the NHU cell (EDTA/Collagenase)
isolation protocol (Section 3.3.1)prior to being seeded.2 EE O1 wWEEUwé& wl kY ws O8
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Figure 3.6 ¢+ NRU cells isolated with the NHU cell isolation protocol had limited growth

in culture. Growth curve were generated (Section 2.5.3.1) foNRU-HS cell growth over 9
days cultured in KSFMc after isolation using the NHU cell isolation protocol (Section 3)
Data points represent mean + SD. (n=3, R006a, RO06b, RO06c)
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Due to the inability of NRU cells to be cleanly isolated or cultured using the NHU
cell isolation protocol, the methods were adapted based on published protocols for
NRU cells. Efforts were made to keep the adapted protocol as similar as possible to

the NHU cell isolation protocol.
3.4.30ptimisation of the NRU cell isolation protocol

A Dispase Il / Trypsin in ver sene protocol (NRU cell isolation protocol) was
compared against the established EDTA/Collagenase IV protocol for NHU cell
isolation (NHU cell isolation protocol) (Southgate et al., 2002) To confirm effective
isolation of the urothelium, immunohistochemical labelling of the urothelial cell
marker CK7 was conducted on rat bladder tissue after strip ping with both protocols
(Figure 3.7). With the exception of a small number of labelled cells (which were
specially identified and imaged) the majority of tissue was negative for urothelial
cells after both protocols. To illustr ate the high level of urothelial cell isolation,
native rat bladder sections were also labelled as a positive control (Figure 3.7, A&B).
Visual assessment of the tisses suggested that more CK7 labelled cells were

present after the EDTA stripping protocol compared to dispase Il.

Prior to seeding, NRU cells were counted using a haemocytometer and phase
contrast images captured. Cell and tissue debris obscured the images after
EDTA/collagenase isolation, making it impossible to accurately count individual

NRU cells (Figure 3.9). By contrast, NRU cells could be clearly seen and counted on
the haemocytometer after isolation using the Dispase Il / Trypsin in versene

protocol.

To determine the effectiveness of the two protocols in isolating NRU cells, cells
isolated using each protocol were cultured for 5 days and colony formation assays
performed. The Dispase I / Trypsin in versene isolation protocol achieved the
greatest number of NRU-HS cell colonies after 5 days in culture when compared to

the EDTA/ collagenaseprotocol (Figure 3.10).
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R

Figure 3.7 + EDTA/Collagenase and Dispase/trypsin isolation protocols enabled near -
complete isolation of urothelial cells.  Urothelial cell marker cytokeratin 7 (CK7)
immunolabelling in native rat bladders (A&B) and in rat bladders after urothelial cell
isolation using the EDTA protocol ( Section 3.3.1;C, E & G) and Dispasdtrypsin protocol
(Section 3.3.2,D, F & H). Labelled cells were specifically identified and imaged. Scale bar =
505 m. (n=3, RO08, RO09, RO010).
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Figure 3.8 + Complete removal of the urothelium was achieved by stripping human
bladder tissue using the EDTA/Collagenase protocol. Labelling of the urothelial cell
marker cytokeratin 7 (CK7) in native human ureter (left) and human bladder tissue after
urothelial cell isolation (right) using the EDTA /collagenaseprotocol (Section 3.3.1) Scale bar

=50 m.

Figure 3.9t Clean isolation of NRU cells was achieved using the dispase/trypsin but not

the EDTA/collagenase protocols. Phase contrast images showing primary NRU-HS cells in
suspension after isolation with the EDTA/collagenase (Section 3.3.1; left) and
Dispase/trypsin (Section 3.3.2;right) protocols on a haemocytometer. Scale bar = 250m.

(n=3, RO08, RO09, R0010).
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Figure 3.10 ¢ Primary NRU cells formed more colonies after dispase/trypsin isolation
compared to EDTA/collagenase isolation. Colony formation assay (Section 2.5.3.2)of NRU -
HS (adult) cells isolated using both the EDTA /collagenase (Section 3.3.1) and spasétrypsin
(Section 3.3.2) protocols as indicated and cultured on N2 plasma treated tissue culture
plastic. Cells from 2.5 bladders were pooled per well and cultured for 5 days in KSFMc
+5%FBSData points represent the mean + Range (n=2, R009, R0013).
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3.4.4 The effect of fetal bovine serum on primary NRU cell

cultures

NRU-W, NRU-SD and NRU-HS cells were cultured on nitrogen plasma treated

tissue culture plastic. NHU cells were also cultured for comparison with NRU cells .

Cells were monitored in culture over 7 days by phase contrast microscopy and
differences in cell growth rate and morphology observed ( Figure 3.11 to Figure
3148w OOw-14wEI 00U w Hikeb bolonz® NRURVD Eelt Golotlds O O
cultured in the absence of serum grew over 5 days whereas the cells grown in the
presence of serum did not grow. NRU-HS cell growth only occurred when cells
were cultured with 5% FBS whereas NRU-SD cells grew in both the presence and
absence of FBSand had no visible effect on phenotype or colony formation. All
NRU cell colonies appeared to reach a maximum density and size after
approximately 7 days of culture after which colony diameter stopped increasing
and appeared to have a three dimensional as opposed to monolayer structure. As a
result of this, NRU cell cultures never becamefully confluent. This was in contrast
to the complete monolayers seen in NHU cell cultures after 5 to 7 days (Figure 3.14).
NHU cell growth occurred in the absence of FBS but was inhibited by FBS. The
presence of 5% FBS also resulted in an altered NHU cell morphology with cells

becoming more elongated in shape andclustering together.
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NRU-HS (Homozygous Scottish)

-FBS +FBS

Day 1

Day 3

Figure 3.11 + NRU-HS cells grew in presence but not in the absence of serum.
Representative phase contrast images of NRUHS cell growth in culture over 7 days in
KSFMc medium + 5%Fetal Bovine Serum (FBS) (n=3RU cell lines, R009, R013, R015). Scale
bar =50 pum.
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NRU-SD (Sprague Dawley)

-FBS +FBS

Day 7

Figure 3.12 ¢+ One NRU-SD cell line grew equally in both serum -free and serum-
supplemented medium. Representative phase contrast images of NRUSD cell growth in
culture over 7 days in KSFMc medium + 5%Fetal Bovine Serum (FBS) (n=INRU cell line,

R007). Scale bar = 50m.
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NRU-W (Wistar)

Day 1

Day 3

Day 5

Figure 3.13 + NRU-W cells grew in the absence but not in the presence of serum.
Representative phase contrast images of NRUW cell growth in culture over 7 days in
KSFMc medium * 5%Fetal Bovine Serum (FBS) n=3RU cell lines, R0O08, R010, R012). Scale
bar = 50um.
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NHU Cells

Figure 3.14 ¢ NHU cells grew normally in serum -free medium but had reduced growth
and an altered morphology in serum -supplemented medium. Representative phase
contrast images of NHU cell growth in culture over 7 days in KSFMc medium = 5%FBS (n=3
NHU cell lines, Y984,Y1052, Y1183). Scale bar = 50um.
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To further explore the proliferative capability of NRU cells, cell b iomass assays
were conducted on NRU-W, NRU-HS and NHU cells using the AlamarBlue® cell

biomass assay figure 3.15 & Figure 3.16). Growth curves were generated over 10
days. NRU-W cell growth increased in KSFMc medium but was inhibited by the

presence of 5% FBSesulting in cell biomass being significantly reduced by day 6 of

culture (Figure 3.17). NRU-HS cells alternatively had the greatest level of growth in

the presence of 5% FB&nd cell biomass was significantly increased after 6 days by
the presence of serum compared to cells cultured in KSFMc alone Figure 3.18). As a
positive method control, growth curves were also generated for three NHU cell

lines (detailed in Table 3.4 cultured in KSFMc medium. NHU cells grew rapidly

over 5 days before growth plateaued as cells approached confluence.
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Figure 3.15¢+ NRU-W cells grew in the absence of serum whereas NRU -HS cells required
serum to grow. Growth curves were generated (Section 2.5.3.1) forNRU-W (R008, R010,
R012) & NRU-HS (R009, R013, R015) celiultured over 7 days in KSFMc = 5% FBS.Data
points represent mean percentage reduction in alamarBlue® +SD (n=3).
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Figure 3.16 + NHU cells show standard expansion and plateau phases of growth when
cultured in KSFMc medium. Growth curves were generated (Section 2.53.1) for three
subcultured (P2) NHU cell lines cultured over 7 days in KSFMc medium. Data points
represent mean percentage reduction in alamarBlue® +SD (n=3, Y984, Y1052, Y1183).
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Figure 3.17 + NRU-W cells had significantly greater growth in serum -free medium
compared to serum-supplemented medium. Graphs show percentage of alamarBlue®
reduction (Section 2.5.3.1) by NRUW cell cultures on days 6 (left) and 10 (right) of
maintenance in KSFMc medium. Data points represent mean +SD (n=3). Student FTest
(paired, 2-tailed) was conducted, * p <0.05
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Figure 3.18+ NRU-HS cells had significantly increased growth in serum -supplemented
medium compared to serum -free medium. Graphs show the percentage of alamarBlue®
reduction (Section 2.5.3.1) by NRUHS cell cultures on days 6 (left) and 10 (right) of
maintenance in KSFMc medium. Data points represent mean +SD (n=3). Student FTest
(paired, 2-tailed) was conducted, * p <0.05.
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3.4.5 NRU cell seeding density

An appropriate NRU cell seeding density was established using colony formation
assays, allowing for the minimal amount of NRU cells to be used per experiment.
As can be seen (Figure3.18), seeding NRU cells at 1 x 10cell/cm? significantly
increased the number of colonies formed compared to cells that had been seeded at
1 x 1@ cells/cm? after 5 days of culture. There was no significant increase in NRU
cell colony formation between cultures seeded with 1 x 10 cells/’cm? and 1 x 10
cells/cm? after 5 days of culture. Based on these results, a seeding density of 1 x 0
cells/lcm? was adopted as the standard NRU cell seeding density for all future

experiments.
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Seeding Density

Figure 3.19¢ 1x10* cells/cm2 was the optimal seeding density for NRU -HS cells. NRU-HS
cells were seeded at 1x16, 1x10* and 1x1( cells per cn®, cultured in KSFMc +5% FBS for 5
days before a colony formation assay (Section 2.5.3.pwas performed. Data points represent
mean £SD (n=3, R022, R023, R024). Student T Test (paired;t&iled) was conducted, * = p
<0.05.
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3.4.60ptimising surface substrate for NRU cell growth

The colony forming ability of NRU -HS cells was assessed orollagen | coated and
N2 plasma treated tissue culture plastic. Supporting earlier observations, NRU -HS
cells cultured in the presence of 5% FBS had significantly greater colony numbers
than cells cultured in KSFMc alone. Cells cultured on nitrogen plasma treated tissue
culture plastic formed significantly more colonies than those cultured on collagen |

coated tissue culture plastic after 5 days of culture.
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Figure 3.204¢ NRU -HS cells grew best in the presence of serum and on N2-plasma treated
tissue culture plastic. Colony formation assays (Section 2.5.3.2) were conducted to examine
NRU-HS (PO) cell growth on collagen | and N2 plasma-treated tissue culture plastic in
KSFMc = 5%FBS. Cds were cultured for 5 days on 6 well plates. Data points represent the
mean number of colonies +SD (n=3, R016, R017, R020ptudent T Tests (Paired, 2tailed)
were conducted, * = p <0.05, ** = p <0.01.
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3.4.7Subculture of NRU cells

NRU-HS cells isolated using both the EDTA/collagenase and dispase ll/trypsin
protocols were cultured up to day 8 in KSFMc, before sub-culture, involving harvest
using EDTA/trypsin in versene and reseeding onto fresh substrates. As shown in
Figure 3.21, EDTA/collagenase isolated NRU-HS cell cultures did not recover after
passage and the majority of cells had died by day 13.NRU-HS cells isolated using
the dispase ll/trypsin protocol did grow after subculture. This result was seen in

several NRU-HS cell lines.

To quantify this result, growth curves were generated ( Figure 3.22 and Figure 3.23.
When compared to cells isolated using the EDTA/collagenase protocol, dispase
ll/trypsin isolated NRU -HS cells had a greater proliferative capacity in primary
culture between 3 and 7 days and, when subcultured, continued to proliferate over
5 days. Subcultured NRU-HS cells after dispase Il/trypsin isolation did not achieve
the same biomass as primary NRU-HS cells but did achieve approximately a 4 fold
increase in population size over 5 days. Attempts to subculture dispase ll/trypsin

isolated NRU cells further were unsuccessful.
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Passage

Day 1 Day 3 Day 11

EDTA/
Collagenas

Dispase/
Trypsin

Figure 3.21- NRU -HS cells were successfully subcultured after dispase/trypsin isolation but not after EDTA/collagenase isolation. NRU- HS cells growth
after EDTA/Collagenase and Dispase/trypsin isolation. On day 8 cells were passaged Section 2.5.2.4 and split 1:3 before being reseeded at a density of 1x1€
cells/cm2. Growth curves were generated for these cells (see

Figure 3.22 & Figure 3.23; n=3, R025, R027, R028).
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Figure 3.22¢1 EDTA/collagenase isolated cells did not grow after being passaged. Growth
curves were generated (Section 2.5.3.1) for three NRUHS cell lines isolated using the
EDTA/collagenase protocol (Section 3.3.1)in primary culture (day 1 -7) and after subcultured
(day 9-13). Data points represent mean percentage reduction in alamarBlue¢ £SD (n=3, R025,
R027, R028).
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Figure 3.231 Dispase/trypsin isolated cells were capable of growth after being passaged.
Growth curves were generated (Section 2.5.3.1) for three NRUHS cell lines isolated using
the dispase/trypsin protocol (Section 3.3.2) in primary culture (d ay 1-7) and after
subcultured (Day 9-13). Data points represent mean percentage reduction in alamarBlue®
+SD (n=3, R025, R027, R028).
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3.5Conclusions and Discussion

NRU cells are capable of being isolated using multiple isolation protocols but the
method of isolation appears to have an effect of the growth capabilities of the cells.
The ability to subculture NRU cells also appears to be affected by the method of
isolation. NRU cells isolated using the dispase Il / trypsin protocol were capable of
being subcultured once whereas NRU cells isolated using the EDTA/collagenase IV
protocol could not survive a passage. As a result of this finding, the dispase Il /
trypsin pro tocol was adopted as standard for all further experiments (Chapters 4, 5

and 6).

Although NRU cells were cultured to passage 1, attempts to subculture cells further
were unsuccessful. NHU cells are capable of undergoing several passages before
becoming senescent, possibly indicating a difference  between the
growth/proliferative abilities normal human and rat urothelial cells. As such the
pathways regulating NRU and NHU cell proliferation were further investigated
(Chapter 4) to both understand any differen ces in regulation between rats and
humans and to explore whether NRU cell lifespan in culture could be increased

through modulation of these pathways.

A strain difference was found to exist between the NRU -W and NRU-HS cells in
regard to the requirement of FBS in the culture medium. Such a difference could
impact on the results toxicity tests conducted using different strains. Despite this
strain difference being an interesting finding, it was decided to continue exploring
interspecies variations between human and rat urothelial cells. As such, subsequent
experiments would only utilise cells from the commonly used Wistar rat strain and

not cells from the rare inbred Homozygous Scottish rat strain.

Several aspects of NRU cell culture were optimised including seeding density,
surface substrate and the presence/absence of FBS in culture medium. These

optimised conditions will be adopted as standard for all future NRU cell cultures.
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3.6Key findings

1 A dispase Il / trypsin NRU cell isolation protocol enabled th e clean isolation
of NRU cells from bladder tissue and produced NRU cultures that could be
subcultured up to P1. NRU cell isolation using an EDTA / collagenase
protocol optimised for NHU cell isolation produced cultures that were
difficult to count and whi ch failed to grow after subculture

1 Bovine serum being a prerequisite for NRU-HS cell growth but has
inhibitory on NRU-W cell proliferation.

1 Seeding NRU cells at a concentration of 1x18 cells/cm? onto nitrogen plasma
treated tissue culture plastic after isolation with d ispase Il / trypsin allowed

for the greatest level of cell adhesion and proliferation
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4.1 Chapter Introduction

In vivo, human urothelial cells are considered mitotically quiescent, proliferating 1 -2
times per year on average. When cultured in keratinocyte serum free medium under
conditions of low extracellular calcium (0.09 mM) and supplemented with bovine
pituitary extra ct, epidermal growth factor (EGF) and cholera toxin, NHU cells adopt
EwxUOODPI | UEDONV? wPEEQOGDax] Gww/ UOOPI 1 UEUPOOW ¢
absence of the instructive signalling present in vivo, is regulated via an autocrine
signalling loop in whi ch the epithelial growth factor receptor (EGFR) / Mitogen -
activated protein Kinase (MAPK) pathway drives the cell proliferation (Varley et al.,
2004; Varley et al., 2008)In addition to exogenous EGF present in KSFMc medium,
proliferating NHU cells are known to be capable of secretin g EGF, as well as the
EGFR ligands epiregulin, TGF-alpha, and amphiregulin (Varley et al., 2005). As
illustrated in Figure 4.1, activation of the EGFR/MAPK pathway also activates the
wWnt/ ¢-catenin pathway under conditions of low (0.09 mM) extracellular calcium
ion concentrations, by inhibiting GSK3 ¢t mediated destruction of ¢-catenin,
allowing ¢-catenin to translocate to the cell nucleus and regulate gene expression,

facilitating proliferation (Georgopoulos et al., 2014)

NHU cells proliferation can also, in conditions of near physiological extracellular
calcium ion concentrations, be regulated by the phosphoinositide 3-kinase (PI3K)/
protein kinase B (Akt) pathway. Under conditions of near physiological

extracellular calcium (2 mM Caz+), the EGFR/MAPK pathway is inactive and ¢-
catenin is sequestered to the cell membrane where it is incorporated, with E-
cadherin, into adherens junctions. Phenotypically cells assemble into a 3
dimensional, structure but continue to proliferate via PI3K/Akt pathway regulation

(Georgopoulos et al., 2010; Geogopoulos et al., 2014) The exact method by which
the switch between the EGFR/MAPK and PI3K/Akt pathway is achieved is still

under investigation.
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In culture, NRU cell lifespan was found to be greatly reduced compared to NHU

cells. NRU cells also grew in colonies, which failed to expand across all of the
available surface area (Chapter 3). In an attempt to increase NRU cell lifespan in
culture, and better understand interspecies differences between NRU and NHU

cells, the pathways regulating NRU cell proliferation were investigated.
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4.2 Chapter Aim

To compare the intracellular signalling pathways regulating NHU and NRU cell
proliferation and to explore candidate methods of increasing NRU cell
proliferation/longevity in culture through modulating the activity of these pathways

either pharmacologicall y or by varying the extracellular environment.

4.2.1¢ Objectives

1. ldentify and interrogate the signal transduction pathways regulating NHU
and NRU cell proliferation
1 Identify which pathways are active in NHU and NRU cells
1 Use pharmacological or recombinant factors to activate/inhibit
candidate pathways and assess the effects on proliferation and

survival of NRU cells in culture.

2. Explore the effect of modifying extracellular calcium ion concentration on
NRU cell proliferation and phenotype
1 Determine the effect of altered exogenous calcium ion concentrations
on NRU cell proliferation
1 Determine whether lowering extracellular calcium promotes a more
proliferative NRU cell phenotype and investigate the mechanisms

involved in regulating this change.
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4.3 Experimental Approach

4.3.1- Proliferation pathways

/ TEUOEEOOOTI PEEOw ET OOPUUUwW EOE w bGdtebit BAdOU U w O
PI3K/Akt signal transduction pathways were used to modulate activity (Table 4.1).
The effects on cell proliferation were assessed via growth curves and the expression

of pathway or proliferation markers.

4.3.2 Extracellular calcium

Extracellular calcium ion concentrations are known to evoke urothelial cells to form
tight junctions and switch their proliferative regulation f rom the EGFR/MAPK
pathway to the PI3K/Akt pathway (Georgopoulos et al., 2010; Georgopoulos et al.,
2014) To investigate the effect of extracellular calcium on NRU cell proliferation the
calcium concentration of KSFMc was reduced as follows:

0.09mM (control)

0.06mM

0.03mM
0.015mM

= =4 —a -8

Growth curves were generated to assess NRU cell proliferation and the activation of
the pathways assessed by quantifying protein marker expression. The ability of cells
to form cell-cell junctions was investigated by looking at the localisation and

expression of cellcell junction proteins in NRU cells
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Table 4.1 Pharmaceutical agonists/antagonists

Chapter 4

Compound Concentration *  ICso Vehicle**

PD153035 EGFR EGFR/ 15M 25pM DMSO

(PD) inhibitor MAPK

UO126 MEK1/2 EGHR/ 54M 72/58nM | DMSO
inhibitor MAPK

SB415286 GSK3p Wnt/ ¢- 104M 2.9uM DMSO

(SB) inhibitor catenin

IGF1 IGFR PI3K/Akt 15 M n/a PBS
activator

LY294002 PI13K inhibitor PI3K/Akt 5uM 1.4uM DMSO

(LY)

* Concentrations previously optimised for NHU cells

** VVehicle concentration did not exceeded 0.01% final volume

All pharmacological agents were administered in KSFMc medium containing

pituitary extract (BPE), EGF and cholera toxin.

bovine

109



Chapter 4
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Figure 41-2 UOOEUVUa wOi wOT 1 w$ &catenin and*PBKUBkOpatevgays .1 1 O1 E UA BEUOT GO wpll | UAwl UOOwWUT T w&2*4 ¢ wgEl UOL
catenin to translocate to either the cell nucleus where it regulates gene expression to promote cell proliferation and survival or, under conditions of high

calcium, be incorporated into adherens junctions at the cell membrane. Activation of EGFR (centre) by EGF activates the MAPK pathway to regulate gene

expression to promote cell proliferation, survival and migration while inhibiting apoptosis. Activation of the PI3K/Akt pathway (right), for instance by IGFR

activation can activate the mTOR pathway through TCS complex inhibition, inhibits apoptosis through inhibition of Bad and whi le regulating gene

expression to promote cdl growth and inhibit apoptosis.
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4.3.3- Cell lines

All NHU and NRU cell lines used in this chapter are listed in Tables 4.2 & 4.3. All

NRU cells were used in primary (passage 0) culture unless otherwise indicated.

Table 4.2 NHU Cells

Tissue of origin | Sex Age of cells during
experiments
Y1430 Ureter F 71 Passage 23
Y1437 Ureter F 65 Passage #4
Y1461 Ureter M 39 Passage 23

Table 4.3 NRU Cells

Code  No. of Source Strain Age
animals /Weight
RO37 6 M/F | University of York Wistar 9 month
RO38 10 M/F | Covancelnc. Wistar 1 year
R0O39 4 F | University of York Wistar adult
R040 12 M | University of York Wistar 250-300g
R041 12 M | University of York Wistar 250-300g
R042 10 M/F | Covancelnc. Wistar 300-350g
R046 10 M | University of York Wistar 300-350g
R0O47 12 F | University of York Wistar 2509
R048 40 F | University of Manchester Hooded Lister | 250-280g
R049 2 F | University of York Wistar 200g
R050 10 M/F | University of Manchester Hooded Lister | 200-300g
R0O51 20 M/F | University of Manchester | Hooded Lister | 200-300g
R052 25 M/F | University of Manchester | Hooded Lister | 200-300g
R0O55 30 M/F | University of Manchester | Wistar 200-300g
R0O56 5 F | University of York Wistar 200-300g
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4.4. Resultst NHU cells

4.4.1¢ Growth Kinetics

Growth curves (Figure 4.2 & Figure 4.3) were generated for NHU cells cultured in
KSFMc medium alone and with the pharmacological agents listed in Table 4.1.
Results showed that when cultured in low calcium (0.09mM) KSFMc medium
(control), NHU cell proliferation increased between 1 and 5 days n culture before

plateauing between 5 and 9 days as cultures became confluent.

EUPYEUPOCHEOI Qd w w0l PEAOwUT UOUT T wbOiI PEDPUDOC
the PI3K/Akt pathway (IGF1) had no significant effect on the growth kinetics of
NHU cells over 7 days of culture. Between days 7 and 9, NHU cells cultured with
IGF1 showed a reduction of biomass compared to controls but this decrease was not

significant (p > 0.05).
Inhibition of EGFR (PD153035) or downstream ERK (UO126)appeared to resulted

in an initial increase in proliferation between 1 and 3 days of culture but a

significant inhibition of further growth between days 3 and 9 (p < 0.05).
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Figure 42 ¢ - ' 4 wEl OOwl UOPUT whEUwWPOT PEPUI EwWEa w$ & %1 v,
inhibition and PI3K/Akt activation had no effect on growth. A cell biomass assay (Section
2.5.3.0) was conducted on NHU cells cultured in KSFMc medium + the agonists/inhibitors

indicated. Cell culture medium was changed on the days indicated. Data points represent
combined means £SD. (n=2, Y1430& Y1437)
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Figure 4.3 - NHU cell growth was significantly inhibited by EGFR inhibition on Days 5, 7
and 9. Statistical analysis was conducted on Growth curves presented in Figure 4.2
comparing treatment versus control (n=3; Y14® & Y1437). An ANOVA test was conducted
followed by a Tukeyz U wx Otddd @uFp&E&O05, ** = p <0.01, *** =40.001; n=3).
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4.4.2¢ Proliferation pathways

NHU cells were fixed (methanol: acetone) on day 5 of culture and
immunofluorescence labelling used to investigate the expression of the proliferation
marker Ki67 and marker of activation of the EGFR/MAPK pathway (phospho -ERK),
$»-EEUI OP Owx E U7 -tateranjuaspE F3K/MRY pathway (phospho -Akt). Initial
labelling was conducted on proliferating NHU cells ( Figure 4.4 and NHU cells
differentiated using the published adult bovine serum (ABS)/ calcium protocol

(Figure 4.5).

Proliferating NHU cells expressed the proliferation marker Ki67. The nuclear
localisation of phospho-$ 1 * w E Qdatenip in NHU cells suggested that
proliferation in these cells was being regulated by UT T w$ & %1 v, -¢ateninE OE w ¢
pathways. The lack of phospho-Akt expression in proliferating NHU cells indicated

that the PISK/Akt pathway was not actively involved in regulating proliferation.

When induced to differentiate ( Figure 4.5), NHU cells maintained Ki67 expression
E U U w E Ecaténi kam he seen to be sequestered to the cell membranes as well as
being present in the nuclei. Phospho-ERK immunolabelling was alm ost completely
absent in differentiated NHU cells but phospho -Akt immunolabelling was

increased.
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Figure 44¢ ( OWUOEDI i 1 Ul OUPEUI fatenih andughdsgh® ERKuexpEeEsDY 1 ¢
is nuclear and phospho -Akt is not expressed. Representative immunofluorescence labelling

Ol w* Bt A Ceatenis, pB0SphopERK and phospho-Akt in NHU cells cultured in KSFMc
(0.09mM Ca?*) medium. Scale bar =50um (n=2; Y1437, Y1461).
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b --
o L--

Phospho

-Akt

Figure 4.5+¢ In differentiated (ABS/Ca A Ow EdatBn¥hiis¢both nucleus and membrane
localise and a switch in phospho -ERK and Phospho-Akt expression has occurred
compared to undifferentiated NHU cells (Figure 4.6). Representative immunofluorescence
OEEI OODPO1T w Oli-catenin pha@pho-ERK Bnd Ipljospho-Akt in differentiated NHU
cells cultured in KSFMc (2mM Ca?*) medium supplemented with 5% ABS. Scale bar =50um
(n=2; Y1437, Y1461).

Phospho
-ERK
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4.4.3t Pharmacological interrogation of proliferation pathways

The effect of pharmacological POUI UUOT EUDPOOw O wdaterdinua& %1 v, /
/I (t+*¥y OUwxEUT PEAUWPEUWDOYI UUDPT EUI EwOOwWUT T wi
catenin, phospho-Akt and phospho -ERK in proliferating NHU cells and the results

quantified ( Figure 4.6). When compared to controls, inhibition of EGFR (PD153035)

significantly reduced Ki67 and the three proliferation pathway markers labelled for

which agrees with the growth curve data ( Figure 4.2). Inhibition of ERK in NHU

cells (UO126) over 5 days significantly reduced the expressionof phospho-Akt and

phospho-ERK when compared against controls but did not have an effect on Ki67

O U-aadenin expression.

EUDPYEUDGHHOI Gl wxwsUTl PEawUT UOUT T w&2*t ¢ wbOIl DE
UbT Obi b EE O UcalerihfandpioEphodEBKaxgression in proliferating NHU
cells and caused a significant reduction in nuclear phospho-Akt expression.
Activation of the PI3K/Akt pathway (IGF1) caused a significant increase in
phospho- OUwil Rx Ul UUPOOWEUUWEEUUI E wE wdkehEdddE UDPOOwbH

phospho-ERK were not significantly altered by treatment with IGF1.
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Figure 4.6 ¢+ EGFR/MAPK inhibition significantly reduced expression of proliferation

OEUOI Uw* Pt AWEOBOEwWxUOODPI 1 UE UDb é&dlenix ProsphoEERK énE U OT U U w
phospho- OUw EOOXxEUI EwUOwEOOUUOOWETI OOUBw ( O1 PEPUDPODwW
PI3K/Akt pathway (IGF1 ) did not affect proliferation marker Ki67 expression.

OUEOUDPI PEEUPOOWOI wi OUOUI UEIT OETl wbOUI OURKtand O w* Bt A
phospho-ERK labelling in NHU cells cultured for 5 days in KSFMc medium (control) with

the agonists/inhibitors indicated. (n=3 cell lines; Y1430, Y1437, Y1461). Error bars = SIAn

ANOVA test was conducted with a Tukeys post hoc test (*=p<0.05, **=p<0.01, **=p<0.1

compared to control)

4.4.4¢4 Conclusions

Together these results show the specificity of these four pharmacological agents for
their targets (Table 10) and show that blocking the active EGFR/MAPK pathway or
activating the opposing PI3K/Akt pathway in NHU cells results in a decrease in cell
proliferation as indicated by the expression of Ki67. They also demonstrate how
D OE Ul Eddtenih uaapivation, which can be regulated by the MAPK pathway
(Figure 4.1, Georgopoulos et al 2014), resulted in an increase in Ki67 expression in

NHU cells.
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4.5 Resultst NRU cells

45.1¢ Growth Kinetics

(Figure 4.7 & Figure 4.8)

EGFR/MAPK inhibition
Inhibition of EGFR or the downstream MAPK pathway molecule ERK by PD153035
and UO126 respectfully had a minimal effect on cell growth over 5 days. Between
days 5 and 9, inhibition of both targets resulted in a significant reduction in cell

biomasswhen compared to control cells (KSFMc medium + 0.1% DMSO).

&2*+ ¢wb Ol PEPUDOO
»-EEUI OPOw EEUDPYEUDPOOwW UT UOUT T w &2*t ow DOT PEDPUD
differences in NRU cell biomass over 9 days in culture but cell proliferation d id

appear to be slightly reduced when compared to controls.

PI3K/Akt activation
Over 9 days in culture, PI3K/Akt activation (IGF1) in NRU cells had no significant

effect on cell growth (p > 0.05).
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Figure 4.7+ EGFR/MAPK inhibition reduced NRU cells growth over 9 days of culture.
Cell biomass assay (Section 2.5.3.1) for NRU cells cultured in KSFMc medium * the
agonists/antagonists indicated. Cell culture medium was changed on the days indicated.
Data points represent combined means £SD. (n=3; R037, R038, R039)
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Figure 4.8% Quantification of NRU cell growth curves presented in Figure 4.7. Results
represent combined means +SD (n=3; R037, R038, R039). An ANOVA test was conducted
with a Tukeys post hoc test (*=p<0.05, **=p<0.01 compared to control).
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4.5.2¢Ki67 expression

After 5 days of culture NRU cells were fixed and labelled for the proliferation
marker Ki67 (Figure 4.9). Ki67 is expressed by all proliferating cells but is absent

when cells become senescent or quiescent.

Ki67 labelling was positive in three separate primary NRU cell lines and the

intensity  of labelling quantified (Figure 4.13) In compa rison to control NRU cells,

EGFR inhibition caused both a visible reduction in Ki67 expression and a significant

decrease in labelling intensity in all three cell lines. ERK inhibition did not have an

effect on Ki67 expression in NRU cells. Activation of ¢-EE U1 OPOOwUT UOUT T w.
inhibition, had no significant effect on Ki67 expression or intensity but activation of

the PI3K/Akt pathway resulted in a significant increase in Ki67 labelling intensities

compared to control NRU cells (p < 0.01).

4.5.3¢ Phospho-$ 1 * @at@nin and phospho -Akt expression

Phospho-ERK expression was used as a measure of EGFR/MAPK activity in NRU

E1 OOUwp%bl UUT wK3dhYASw( OWEOOUUOOwW- 14 wETI OOUWE «
Phospho-ERK immunoreactivity was minimal to none. PI3K/ Akt activation resulted

in a small increase in nuclear phospho-ERK immunoreactivity . These results were

too small to quantify but appear to show a lack of EGFR/MAPK activation in

proliferating NRU cells.

+EEI OODPO1 wcéténin BrfgWweD4viil)wedeabd nuclear localisation in control
EQOEwWw$&%1v$1* wbHOI PEDPUI EwWEI OOUBw &2*+ ¢ wbOI PED
OOEEOPUEUPOOW OI WEEUDYI wowEEUI OPOWEUUWEDPE W
expression when compared against control cells. PI3K/Akt activation resulted in

Ul gUI1 UUO0IT UGdaténinuatOthewedll membrane, possibly indicating adherens

intensity in two out of three cell lines (Figure 4.13).
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Phospho-Akt was labelled as a marker of PI3K/Akt pathway activation

(Figure 4.12). Images are difficult to compare due to expression being both nuclear

and cytoplasmic however when nuclear labelling intensity was quantified

(Figure 4.13), all treatments significantly increased phospho-Akt expression

compared against control cells. After PI3K/Akt activation (IGF1), phospho -Akt

appears to be specifically localised to the nuclear membrane where as in control,

$&%1y, [/ *wWEOEwW&2* 1t ¢ wb OlAREsEpteseht unbugii@ bathx T OUx T O

cell nuclei and cytoplasm.
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Ki67
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PD153035

- --

SB415286
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Figure 4.9 t Ki67 expression appears increased in NRU cells after 5 days of PI3K/Akt
expression. Representative images of Ki67 labelling in NRU cells cultured for 5 days in
KSFMc with the agonists/antagonists indicated (n=3; R040, R041, R042). Scale baséum.
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Phospho-ERK
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Figure 410 ¢ Phospho-$1* wPEUwW OOUwI RxUI UUI EwPOWEOOUUOOOW $ &
catenin pathway activated or PI3K/Akt pathway activated NRU cells. Representative

images of Phospho-ERK labelling in NRU cells cultured for 5 days in KSFMc with the
agonists/antagonists indicated (n=3; R040, R041, R042). Scale bat8um
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EUDYI wowEEUI OPOw

Control
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Figure 4.11 - E U b Ychtenip labelling was clearly nuclear in control and MAPK

DOT PEPUI EwEI OOUOw OUE Ol-iBhibited lcallsDadd) Beaily Endmbin@w-& 2 * + ¢
localised in PI3K/Akt pathway activated NRU cells . Cells were cultured for 5 days in

KSFMc with the agoni sts/antagonists indicated (n=3; R040, R041, R042). Scale babéum.
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Phospho-Akt

Control

PD153035

uO126

SB415286

IGF1

Figure 4.12¢ Phospho-Akt expression was present in control and in proliferation pathway
activated/inhibited NRU cells. Representative images of phosphoAkt (S47333) labelling in
NRU cells cultured for 5 days in KSFMc with the agonists/antagonists indicated (n=3; R040,
R041, R042). Scale bar 50um.
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Figure 4.13 + Ki67 and phospho -Akt expression were significantly increased by IGF1
stimulation but Ki67 was reduced by EGFR/MAPK inhibition. Mean fluorescence intensity
of Ki67, Active b-catenin and phospho-Akt labelling (arbitrary values) for three separate
NRU cell lines. Results represent combined means from three separate cell lines +SD.
Quantification was conducted using TissueGnostics TisueQuest software (Section 2.7.3).
(**=p<0.01 using a 2-way ANOVA test with a Tukeys post hoc test of comparison).
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4.5.4¢ Removal of exogenous EGF

Growth assays (Figure 4.14) revealed that the presence of exogenous EGF in the
KSFMc medium had no significant effect on the growth of two separate NRU cell
lines over 9 days in culture. Cells cultured with and without exogenous EGF
showed the same traits in growth, plateauing (reaching confluence) at the same
time. The high level of consistency in these data suggests that exogenous EGF is not
required for NRU cell growth in vitro. The experiment was only conducted in two

cell lines, each consisting of cells from several (45 individual) animals.

RO50 RO51
/cg 60 - 60 -
o 4
g 50 50 -
0
é ‘—cg 40 + 40 -
O N
e} 2 30 - 30 -
58
O % 20 ~ 20 -
;\Z 10 A 10 -
0 T 1 O T 1
0 5 10 0 5 10
Day Day

== K5FMc == KS5FMc- EGF

Figure 4.141¢ Removal of EGF had no effect on NRU cel Is growth in two cell lines (R050 &
R051). NRU cell biomass assays (Section 2.5.3.1for two NRU cell lines (RO50 and R051)
cultured in KSFMc medium and KSFMc medium without exogenous EGF. Cell culture
medium was changed on days 1, 3, 5 and 7. Data pointsrepresent experimental means +SD.
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4.5.5¢ PI3K/Akt pathway inhibition

The PI3K/Akt pathway was inhibited by itself and in combination with activation of

Ui -0l OPOwxEUTI PEAwWwUT UOUT T w&&2*t ¢ wbOT PEDUDOOS
activation of th1 woftenin pathway enabled NRU cells to survive in culture up to

passage 2 (Figure 4.15) as opposed to becoming senescent after a single passage

(Results chapter 1+ NRU cell optimisation chapter ). PI3K inhibition alone did not

affect the expression of the proliferation marker Ki67 in NRU cells but in

EOOE P OE Ub Géatenip Bdlivationd Ki67 expression was visibly increased

(Figure 4.16).

E U b-¥atenirpwas not affected by PI3K inhibition in NRU cells but was increased
Eawa2*t ¢wbOl PEDRDODOOEWEDBEEDDUBHWEEU] OPOWET O 1

inhibitor LY294002 completely inhibited NRU expression of phospho -Akt.

(01T PEPUDPOOW O w tcaténin wckvBtion did thé Bauep an effect on the
expression of the tight junction proteins claudin 4 and ZO -1 in NRU cells (Figure
4.17 & Figure 4.18). Quantification of expression showed no significant difference in
claudin 4 or ZO-1 between control and treated NRU cells. In control samples the
distinct membrane localisation of claudin 4 and ZO -1 is clearly visible however in
PI3K inhibited cells this localisation is difficult to see. This could indicate that PI3K -

inhibited cells were not forming cell -cell junctions.
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KSFMc

PI3K/Akt inhibited

Figure 4.15¢ NRU cells grew being passaged twice when the PI3K/Akt pathway was inhibited whereas NRU cells cultured in KSFMc alone died af ter
passage. 2Phase contrast images showing NRU cells afer passage 2 having been cultured in KSFMc alone or in the presence of the PI3K/Akt inhibitor
LY294002. Cells were monitored over 9 days in culture (n=3; R048, R052, R0O5%cale bar = 50um.

130



Chapter 4

Ki67 EUPYI wé whhespho-Akb O w
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PI3K inhibition
(LY294002)
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inhibition
(LY294002 +
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Figure 4.16 ¢+ Phospho-Akt was inhibited in NRU cells by the PI3K/Akt inhibitor

LY294002. 11 x Ul Ul OUEUDYI w ( OO6UOOI 6GUOGUI UETI OEl w OEET 00D O1
phospho-Akt (red) in NRU and NHU cells cultured in KSFMc with DMSO ( 0.01%),

LY294002 or LY294002 +5B415386. Nuclei were labelled with Hoechst 33248 (blue). (n=2;

R048 & R055). Scale bar 50um.
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Figure 4.17 Differentiation -associated markers ZO-1 and Claudin 4 were expressed in
control and PI3K/Akt inhibited NRU cells. Representative immunofluorescence labelling

of Claudin 4 and ZO -1 in NRU cells after 5 days of treatment with LY294002 and LY294002 +
SB415286. Nuclei were labelled with Hoechst 33258 (blue). (n=2; R048 & R055). Scale bar =
50um.

Claudin 4 Z0-1
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Figure 4.18 + No difference was seen in the expression of differentiation -associated
markers ZO-1 and Claudin 4 in control and PI3K/Akt inhibited NRU cells. Mean
fluorescence intensity of Claudin 4 and ZO-1 labelling (arbitrary values) for two sepa rate
NRU cell lines after treatment with LY294002 with and without SB415286. Results represent
mean values +SD.
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4.5.6% Physiological (2mM) extracellular calcium

When compared to results conducted in low calcium (0.09mM; Figure 4.21 & Figure
4.22), NRU cell biomass was reduced compared to controls on days 3, 7 and 9. The
agonists/inhibitors used all had negative effects on cell biomass in 2mM Ca2*
however only EGFR and ERK inhibition (PD153035 and UO126) caused a significant
reduction when compared to th e controls. NRU cells cultured in 2mM Ca?* had a
reduction in biomass after 5 days in culture, varying from NRU cells cultured in

0.09mM Ca*which plateaued after day 7.

The tight junction proteins ZO -1 and claudin 4 and the differentiation -associated
markers uroplakin 3a (late) and aquaporin 4 (early) were labelled for in control
NRU cells cultured in low (0.09mM) and physiological (2mM) calcium (Figure 4.23
& Figure 4.24). ZO-1 and claudin 4 expression was not altered by extracellular
calcium concentration. UP3a expression was slightly increased in 2mM calcium
compared to 0.09mM but the early differentiation -associated marker aquaporin 3

expression did not differ between calcium concentrations.
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Figure 4.19¢ NRU cells cultured in high extracellular calcium (2 mM) showed the same
growth kinetics as those seen in low (0.09 mM Ca 2¥) up to 5 days in culture. NRU cell
biomass assay (Section 2.5.3.1) for cells cultured in KSFMc medm (2mM Ca?¥) + the
agonists/antagonists indicated. Cell culture medium was changed on the days indicated.
Data points represent combined means +SD (n=3; R046, R047, R049).
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Figure 4.20¢ EGFR/MAPK inhibitors significantly reduced NRU cell growth over 9 days

of culture whereas all cells cultured in KSFMc (2 mM Ca *) had reduced growth at day 9
compared to cells cultured in KSFMc medium (0.09 mM Ca 2. Results represent @mbined
means +SD (n=3; R046, R047, R04%)=p<0.05, **=p<0.011sing a 2-way ANOVA with a
Tukeys post hoc test of comparison).
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Z0-1 H33258 Claudin4 H33258
- - --
KSFMc +
2mM Ca”

Figure 421+ ZO-1 and Claudin 4 were both expressed in NRU cells cultured in KSFMc
medium with 0.09 mM and 2 mM extracellular calcium ion concentrations.  Representative
immunofluorescence labelling of ZO -1, and claudin 4 in NRU (PO0) cells. Cells were cultured
for 5 days in low and physiological (2mM) calcium concentrations b efore being fixed and
labelled. Cell nuclei were labelled with Hoechst 33258 (n=3; R046, R047, R049). Scale bar =
50um.

UP3a H33258 AQP3 H33258
o -
KSFMc +
2mM Cca*

Figure 4.22 + Uuroplaskin 3a (UP3a) was not expressed by NRU cells but aquaporin 3
(AQP3) was expressed by NRU cells cultured in 0.09 and 2 mM calcium ion
concentrations. No visible difference was visible in AQP3 expression between cells
cultued in differncet calcium ion co ncentrations. Representative immunofluorescence
labelling of the differentiation -associated markers uroplakin 3a (UP3a), and aquaporin 3
(AQP3) in NRU (PO0) cells. Cells were cultured for 5 days in low and physiological (2mM)
calcium concentrations before being fixed and labelled. Cell nuclei were labelled with
Hoechst 33258 (n=3; R046, R047, R049). Scale bar = 50um.
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4.5.7¢ Reduced extracellular calcium

Phase contrast imaging revealed that cells cultured in 0.06mM Ca* did not cluster
into densely packed colonies, as was the case in 0.09mM (Figure 4.23)Cells
cultured in the two lowest calcium ion concentrations also grew in less densely

populated colonies however fewer cells were present.

A cell biomass assay(Figure 4.24 and Figure 4.25)was conducted to assess the effect
of reduced calcium on NRU cell proliferation. A reduction in Ca 2*from 0.09mM to
0.06mM had no significant effect on NRU cell proliferation over 9 days in culture.
Further reducing extracellular cal cium to 0.03 and 0.015mM caused a decrease in
cell biomass after 5 days of culture and a significant reduction by day 7. Cell
biomass in all concentrations decreased between 7 and 9 days of culture, possibly as

a result of cells becoming over-confluent.

Figure 4.23%+ NRU cell density was visibly reduced at 0.015 mM calcium ion

concentrations compared to cells cultured on 0.09 mM Ca?*. Phase contrast images of NRU
cells cultured in KSFMc medium conatining 0 .09. 0.06, 0.03 and .0.015mM calcium as
indivated on day 5 of culture. Scale bar = 50um.
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Figure 4.24 - Extracellular calcium ion concentratiosn of 0.015 and 0.03 mM reduced NRU
cell growth in culture. NRU cell growth assay (Section 2.5.3.1jn KSFMc medium
containing 0.09, 0.06, 0.03 and 0.015mM calcium as indicated. Growth curvces were
measured using the alamarBlue assay. Data points represent combined means = £SD, (n=3;
R052, R055, R056).

Day 3 Day 5

60 - 60 - *
50 - 50 -
40 - 40 -
30 - 30 -
20 + 20 +
cn BAN |
0 - T T T 0 - T T T

@&é Qb@® &"‘Q Njo@@ q&é b“s‘\ g,&@ ,;96\@

o o [\t Y o o N} QD
Day 7 Day 9
**% %

60 - * 60 -

50 - 50 -

40 - 40 -

30 - 30 -

20 - 20 -

I'lelll

0 - . . . 0 - . . .
o @é B (‘Q &<$ é’&é . (@ . &é @0@ @0@
Q' o Q° 00 Q.Q Q.Q Q° °9

Figure 4.25 { Extracellular calcium ion concentrations of 0.015 and 0.03 mM significantly
reduced NRU cell growth after 5 and 7 days of culture, respectfully.  Growth curves
(Section 2.5.3.1) of NRU cells cultured KSFMc containing 0.015, 0.03, 0.06 and 0.09mM Ga
ions. Results represent combined means +SD(n=3; R052, R055, RO56(*=p<0.05,**=p<0.01,
using a 2-way ANOVA with a Tukeys post hoc test of comparison ).
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0.09mM 0.06mM 0.03mM 0.015mM

- .. -. .- .-
Phosphoe
Akt

Figure 4.26 + Phospho-Akt expression appeared to decrease when the extracellular calcium concentration was decreased however the Ki67 expression wa s
unaffected at calcium concentrations of 0.06 and 0.03 mM. Representative immunofluorescence images of Ki67 and phospho-Akt labelling in NRU cells
cultured in 0.09, 0.06, 0.03 and 0.015mM C& KSFMc for 5 days (n=2; R055, RO56)Scalebar = 50um.
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Immunofluorescence labelling of the proliferation marker Ki67 revealed no

difference in the expression between control (0.09mM) cells and cells cultured in
0.06 or 0.03mM Cé&-*(Figure 4.28). A reduction in extracellular calcium to 0.015mM
caused avisibly significant reduction in Ki67 expression. Nuclear phospho-Akt
expression, which is present in NRU cells culture in all 4 Ca?* concentration, was

alsoreduced by the reduction in extracellular calcium.
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4.6 Results summary
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Figure 4.27 Summary of the effects on activating/inhibiting the EGFR/MAPK,

/I (+* ¥ OCaiéni® pathways in NRU cells.
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The effect of extracellular calcium ion concentration
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Figure 4.28%¢ Summary of the effects of modulating the extracellular calcium ion concentration on NRU cell proliferation and growth pathway S
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4.7 Conclusions and Discussion

Through the inhib ition of the PI3K/Akt pathway, NRU cells were successfully
subcultured up to passage 2. Although it is unknown how PI3K inhibition led to the
increase in NRU cell viability, one possibility is that PI3K inhibition enabled
activation of the EGFR/MAPK pathwa y, which is known to regulate proliferating
NHU cell proliferation in vitro (Varley 2005). This would suggest that NRU cells can
adopt a proliferative phenotype equivalent to that of NHU cells, but they require
exogenous stimulation to achieve this switch instead of adopting regenerative

phenotype through an autocrine EGFR/MAPK s ignalling loop.

Extracellular calcium concentrations can result in the generation of cell-cell junctions
and result in variations in the proliferation pathways driving urothelial cell
proliferation. Lowering extracellular calcium did not prevent the exp ression of tight
junction proteins, suggesting that NRU cells remained in a more differentiated state
than NHU cells. This could indicate an inability of NRU cells to fully differentiate in
the same way as NHU cells or that an aspect of the cell culture system was
preventing them from adopting a fully proliferative phenotype. Again this could

indicate a basic cellular difference between normal rat and human urothelial cell

physiology.

Despite being able to extend their lifespan in culture, NRU cells could only be
subcultured to passage 2 before becoming senescent. In an attempt to improve the
NRU cell culture system so that it could be used in toxicity testing, and in order to
facilitate further comparisons of the NRU and NHU cell culture systems, NRU and

NHU cells were immortalised using two separate methods (Chapter 5).

14z



Chapter 4
4.8 Key findings

T In culture NHU and NRU cells regulate proliferation via different
proliferation pathways

1 Inhibition of the PI3K/Akt pathway allowed NRU cells to be subcultured up
to passage 2.

1 Removal of exogenous EGF did not affect NRU cell proliferation but EGFR
inhibition caused a reduction in NRU cell proliferation, suggesting an
autocrine signalling loop

1 When cultured in low calcium (0.09mM) KSFMc medium, proliferating NRU
cells express cellcell junction and differentiation -associated proteins.

1 Decreased extracellular calcium (0.06mM) prevented densely populated
NRU cell colonies from forming but did not affect cell proliferation, growth
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Chapter 5 - Overexpression of BMI1 in NRU and

NHU cells
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5.1 Chapter Introduction

5.11 Immor talised cell lines

Normal cells undergo a pre-determined and finite number of divisions, beyond
which proliferation ceases and cells reach a state of replicativesenescerte (reviewed
by Sherr, 2000) Replicative senescence is the result of telomere erosion that occurs
with every cell division. The majority of normal cells do not express telomerase, the
enzyme that is able to restore telomeres, and as such have a finite number of cell
divisions before reaching senescenceknown as the Hayflick limit. In vitro, cells are
also capable of becoming senescent without the loss of telomeres. Culture stress
induced senescence can occur when the cell culture conditions are notfavorable for
cell growth. Tissue culture plastic substrate, cell culture medium and cell seeding
density are among a number of conditions that can induce cells to become
senescent. Urothelial cells in general show a reduction in their proliferative rate in
vitro before passage 10, resulting in the need to regularly isolate cells from fresh
tissue samples and limiting both the number of cells that can be generated from one
sample (Puthenveettil et al.,, 1999) Having to freshly isolate cells also results in
multiple isolation protocols and culture systems being developed (described in

Chapter 3).

To increase lifespan, normal cells can be immortalised to generate cell lines with
extended proliferative capacities. Immortalised cell lines are a useful tool as they can
be serially expanded and widely distributed between research groups and industrial
companies. They also have the ability to be used in experiments over several
months, where finite cell lines would have become senescent, but immortalisation
can have the disadvantage of significantly alter ing the characteristics of cell lines.
The techniques required to immortalise cells can reduce cells similarity to their
counterparts in vivo, reducing their usefulness as predictive models (Stampfer et al.,
1997; Castell et al., 2006) If, however, cells can be immortalised without
compromising their original characteristics then these cells would provide a
valuable tool for use in studies including toxicology testing.
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5.1.2In vitro immortalisation

Multiple methods exist for establishing immortalised cell lines. The simplest method
is to isolate and culture cancer cells from existing tumours. The commonly used
HeLa cell line, the first human cell to be cultured, was originally isolated from

cervical cancer cells in 1951(reviewed by Gilgenkrantz, 2014).

In order to immortalise a normal (non -cancerous) cell line, cells can be transfected
with either cell -cycle regulatory genes isolated from viruses or through the
overexpression of particular human proteins associated with immortalisation. The
immortal human embryonic kidney cell line HEK 293 was generated by transfecting
human embryonic kidney cells from an aborted fetus with the adenovirus E1 gene
(Graham et al., 1977) This caused an insert of a 4.5 kilobase section of viral DNA
into human chromosome 19, producing an immortal and highly proliferative cell
line that is easily manipulated (Louis et al., 1997) The SV40 large T antigen is
another viral gene that acts a proto-oncogene when transfected into mammalian
cells, causing immortalisation (Jha et al., 1998). Overexpression of human genes
including human telomerase reverse transcriptase (hTERT) is another commonly
used method of cell line immortalisation. hTERT overexpression inhibits telomere -
controlled senescence by preventing the shortening of telomeres with each mitotic
cell division. Osteoblasts, endothelial cells, epithelial cells and fibroblasts are among
a few of the cell types that have been immortalised by hTERT overexpression
(reviewed by Lee et al. 2004). Combined overexpression of hTERT with cyclin D1
and mutant cyclin dependant kinase 4 (CDK4) isoform have also been used in the

successful immortalisation of hepatocytes (Shiomi et al., 2011).
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5.1.3 Immortalisation of urothelial cell culture models

Immortalis ation of NHU cells has previously been achieved by multiple methods
including overexpression of hTERT (Petzoldt et al., 1995; Georgopoulos et al., 2011)
and transfection with the human papillomavirus 16 (HPV16) E6 gene (Diggle et al.,
2000) It was found that human urothelial (HU) -TERT cells had an increased
lifespan in culture when compared to NHU cells but their ability to differentiate
(ABS/C&) and form a functional barrier was severely reduced. It was shown that
hTERT immortalisation did not cause gross genomic or karyotypic alterations but
P16~k and proliferator -activated receptor w (PPAR® expression were inhibited.
PPARwis known to be an important regulator of NHU cell differentiation (Varley et
al., 2004) and its inhibition in HU -TERT cells would explain cells inability to
differentiate in vitro. As the production of a barrier between urine and the
underlying stromal cells is a key function of the urothelium it is an important aspect

to replicate in urothelial cell culture models.

A separate human urothelial cell line was immortalised through transfection with a
construct containing the SV40 large T antigenand named the UROtsa cell line (Rossi
et al., 2001) UROtsa cellshave an undifferentiated cell morphology and have been
used, amongst other things, to research heavy metal toxicity in urothelial cells
(Somii et al., 2008) A major concern with the use of UROtsa cells in toxicity testing,
apart from their dedifferentiated phenotype, is that the cell line appears to have
become contaminated with the T24 bladder cancer cell line. A study of multiple
UROtsa sources found that all cell lines tested lacked the large Fantigen and short
tandem repeat analysis identified as characteristic of the T24 bladder cancer cell line
(Johnen et al.,, 2013) Depending on when the contamination occurred, this has
serious implications for all publications using UROtsa cells and reduces the
credibility of results published that relate to normal urothelial cell function.
Immortalisation of NRU cells using any immortalisation technique has not been

published.
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5.1.40verexpression of BMI1

BMI1 is a 37 kDa protein originally identified in lymphoid tumours in mice  (Haupt
et al., 1991b) It was the first functional polycomb group (PcG) protein to be

discovered and shares a high level of homology between humans and rodents
(Alkema et al., 1993) In particular the N terminal ring finger domain and central

helix-turn -helix-turn (H -T-H-T) motif, the regions essential for inducing telomerase
activity, are conserved between species(Li et al., 2006; Cohen et al., 1996)BMI1 is
expressed in most tissues butexpression is particularly high in the brain, blood,
bone marrow and lungs (Huber et al., 2011) As a member of polycomb repression
complex 1 (PRC1), it is involved in maintaining specific gene repression through
epigenetic silencing (Pirrotta, 1998; Ringrose and Paro, 2004) BMI1 knockout in
mouse models is not embryonically lethal, unlike loss of polycomb repression
complex 2 (PRC2) members, but the lack of BMI1 does lead to posterior
transformation (Alkema et al., 1995) neurological abnormalities and severe

hematopoietic defects (van der Lugt et al., 1994)

BMI1 was initially identified as an oncogene which, in combination with ¢ -Myc,
caused lymphomagenesis in mice (van Lohuizen et al., 1991; Haupt et al., 1991a)lt
has now been shown that BMI1 is up-regulated in a number of cancers, including
epithelial carcinomas (Raaphorst, 2005; Huber et al., 2011; Kim et al., 2004; Song et
al., 2006; Leung et al., 2004; Kang et al., 2008)here it is believed to be involved in
cancer stem cell (CSC) maintenance(Valk-Lingbeek et al., 2004; Liu et al., 2006h)
BMI1 is highly expressed in CSCs (Lessard and Sauvageau, 2003; Liu et al., 2006c;
Song et al., 2006; Liu et al., 2006&)ut its up -regulation in cancer is not restricted to
CSCs, preventing it from being used as a CSC marker(Oishi N and XW, 2011). BMI1
expression has an inverse relationship with microRNA -218 (miRNA-218), a
microRNA on chromosome 4 that is lost in cancers including colon, cervical, lung
and bladder (Martinez et al., 2007; Davidson et al., 2010; Tatarano et al., 2011By
inducing expression of miRNA -218 in cancer cells, BMI1 is downregulated which

acts to induce apoptosis and inhibit cell proliferation (He et al., 2012)
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Through epigenetic inhibition of gene transcripti on, BMI1 regulates cell
proliferation and prevents cells from becoming senescent (Jacobs ¢ al., 1999) This

function has been most commonly reported in stem cells where cell maintenance
and self-renewal are dependent on BMI1 expression. This has been documented in
normal and progenitor liver stem cells (Lessard and Sauvageau, 2003)
hematopoietic stem cells (Hosen et al., 2007)and neural stem cells (Molofsky et al.,

2005) In keratinocytes BMI1 is only expressed by basal and suprabasal cells

(Balasubramanian et al., 2008)
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Figure 5.1¢ BMI1 increases cell self -renewal, proliferation and stemness while decreasing
apoptosis and senescence. Cartoon illustrating some of the molecular actions of BMI1
associated with stemness and immortalisation. BMI1 activates transcription factors KLF4,
SOX2 and GATAS3 as well as the telomerase reverse transcriptasg TERT) to promote self-
renewal and stemness. BMI1 activation of the NF-f ! and P16Nk4a pathways result in
increased cell proliferation while inhibition of P21 inhibits apoptosis. Downstream inhibition
of E-cadherin enables epithelial mesenchymal transition (EMT) and cell invasion (adapted
from Siddique & Saleem, 2012).
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In vitro, down -regulation of BMI1 gene expression occurs when cells become
senescent, although expression is unaltered in quiescent cells when compared to
proliferating (Itahana et al., 2003) In human stem and cancer cell lines, loss of BMI1
causes cell senescence through signalling events includingpl6N<42 expression and
down regulation of SOX -2 and KLF4 (Dong et al., 2011; Molofsky et al., 2005) Due
to its ability to inhibit senescence, over-expressing BMI1 has been used as a
technique to increase the lifespan of cells in culture (Saito et al., 2005; Fulcher et al.,

2009; Dimri et al., 2002)

BMI1 has been overexpressed in epithelial cells, stromal cells and fibroblasts to
increase cellular lifespan in culture and is able to do so without altering cell
morphology or phenotype (Dimri et al., 2002; Itahana et al., 20@; Takeda et al., 2004;
Tétrai et al., 2012) Furthermore overexpression of BMI1 in normal human bronchial
epithelial cells increased cell lifespan while preserving the ability of cells to
differentiate in culture and generate a functional barrier with a TEER equivalent to

that of untransfected cells (Fulcher et al., 2009)

The effects of BMI1 overexpression in NRU or NHU cells have not previously been
reported. The generation of immortalised NRU and NHU cell lines that retain the
ability to differentiate and generate functional barriers in vitro would be beneficial in
further comparing NRU and NHU cells, as a means of validating the systems for use
in toxicity studies. It would also increase their utility in toxicity studies due to the
increased potential for lifespan expansion of immortalised cell lines compared to

finite cell lines.
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5.2 Aim

To investigate the effect of BMI1 overexpression on the lifespan and differentiation
potential of NRU and NHU cells in vitro and compare results against cells

overexpressing human telomerase reverse transcriptase (WTERT).

5.2.1 Objectives

1. Generate a BMI1 overexpression retrovirus and transduce NRU and

NHU cells

2. Determine the lifespan of NRU cells overexpressing BMI1 or hnTERT

3. Investigating the effect BMI1 and hTERT overexpression on NHU cell

lifespan

4. Investigate the ability of BMI1 and hTERT overexpressing NHU cells

to produce a functional barrier
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5.3 Experimental approach

5.3.1 Development of a BMI1 overexpressing retroviral cell line

Next generation sequencing data was used to demonstrate whether NHU cells
express BMIL transcript. NHU cell cDNA was used to amplify the BMI1 protein -
coding sequence, which was cloned into a pLXSN retroviral plasmid. The plasmid
was sequenced to ensurethe entire cDNA had been amplified and ligated before
being transformed and amplified in bacteria. The PT67 mammalian retroviral
packaging cell line was transfected with the pLXSN BMI1 plasmid, ready for
transduction of urothelial cells. Additional packaging cell lines containing a
previously developed pLXSN hTERT plasmid (Georgopoulos et al., 2011)or pLXSN
plasmid without an insert (pLXSN Empty) were also generated to act as controls.
Successful trarsfection of packaging cells was confirmed using antibiotic (G418)

selection. Untransfected packaging cells acted as antibiotieselection controls.

5.3.2 Effect of BMI1 or hTERT overexpression on NRU cell growth

and lifespan in culture

3 NRU cell lines isolated and cultured using the optimised NRU cell isolation
(dispase/trypsin) and culture (PI3K inhibition / 0.06 mM Ca 2¥) protocols (see
Chapters 3 and 4) were transduced with pLXSN empty, pLXSN BMI1 or pLXSN
hTERT and cultured under antibiotic selection (0.025 mM G418). The effects of
transduction on cell growth in culture monitored by phase contrast microscopy and
by the use of alamarBlue growth curves. Cultures were sub-cultured at just-

confluence.
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5.3.3 Effect of BMI1 and hTERT overexpression on NHU cell

growth, lifespan and ability to form a functional barrier in culture

Population doubling graphs were generated using cell counts for NHU cells
transduced with pLXSN, pLXSN BMI1 or pLXSN hTERT and cultured under
antibiotic selection (0.025 mM G418)to monitor the effect on cell growth. NHU cells
were differentiated (ABS/Ca?*) and their ability to generate functional barriers in

vitro examined.

5.3.4 Cell lines

Table 5.1 NRU Cells

No. of
animals
R0O41 12 M University of York Wistar 250-300g
R042 10 M/F Covancelnc. Wistar 300-350g
R0O46 10 M University of York Wistar 300-350g

Table 5.2 NHU Cells

Code Tissue of origin Sex Age
Y1533 Ureter M 45
Y1570 Ureter F 51
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5.4 Results

5.4.1 Development of a BMI1 overexpressing pLXSN retrovirus

Next generation sequencing data generated using RNA from freshly isolated (P0),
proliferating and differentiated NHU cells was used to confirm that NHU cells
expressed BMIL1 transcripts. As can be seen inFigure 5.2, all 7 known BMI1
transcript variants, including the full protein -coding BMI1-001 transcript, were

expressed in primary, proliferating and differentiated NHU cells.

8.0 -
7.0

6.0 -

RPKM

2.0

1.0

O-O 1 T T T T T T 1
BMI1-001BMI1-002BMI1-003BMI1-004BMI1-005BMI1-008BMI1-201

mp0 Epro O dif

Figure 5.2 ¢+ BMI1 transcripts are expressed by PO, proliferating and differentiated NHU
cells. Next generation sequencing (Section 2.6.3.93ata showing mean reads per kilobase per
million mapped reads (RPKM) for B MI1 transcript expression in freshly isolated (PO0),
proliferating (pro) and differentiated (dif) NHU cells (n=3 individual donors).
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RNA was isolated from proliferating NHU cells and primers were designed to
amplify the full Bmi -001 protein coding sequence, with restriction enzyme sites for
BamH1 incorporated into the forward primer and Hpal on the reverse primer and a
Kozac sequence before the start codon ppendix 1.6). BMI1 cDNA was amplified
using High Fidelity Taq polymerase, which produced a product with TA overhangs
for ligation into pGEM T easy vector that was subsequently transformed into
bacteria. Ampicillin -selection was initially used to identify successfully transformed
bacteria (Figure 5.3). Plasmids from 10single selected colonies were seqenced to
find a colony containing the complete BMI1 cDNA sequence. A single colony was
found in which the BMI1 sequence had two single base changes from the reference
sequence Appendix 2.3) (Figure 5.4), neither of which affected the amino acid
sequence ecoded. This single colony was selected and cultured under continued

ampicillin -selection.

BMI1 cDNA was cut from the pGEM T vector using the restriction enzymes BamH1
and Hpal (Figure 5.5), purified and ligated into pLXSN retroviral plasmid. Bacteria
were transfected with the pLXSN BMI1 vector and a colony RT-PCR conducted to
ensure colony had been successfully transfected (Figure 5.6). A colony containing
pLXSN BMI1 was chosen, sequenced to ensure the BMI1 sequence was correct and
used to generate pLXSNBMI1 for transfection of PT67 packaging cells. After 5 days
of G418 selection untransfected PT67 cells had died whereas ones transduced with
PLXSN, pLXSN BMI1 and pLXSN hTERT had survived and proliferated (Figure
5.7).
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Untransfected bateria pGEM T Bmi-1 bateria
™

]

Figure 5.3 ¢ Successful ligation of BMI1 into pGEM T and subsequent transfection of
E.Coli, as confirmed by antibiotic selection. Ampicillin -selection of XL1-Blue competent E.
coli were transformed with pGEM T easy BMI1, pGEM T easy insert DNA (+ control) and
negative (untransformed) controls after 24 hours of culture at 37°C (Section 2.6.5)

GGATCBCCACBTGCATCGAACAACGAGAATCAAGATCACTGAGCTAAATCCCCACCTGATGTGTGT
GCTTTGTGGAGGGTACKITCGATGCCACAACCATAATAGAATGTCTACATICCETAAAACGT
GTATTGTTCGTTACCTGGAGACCAGCAAGTATTGTCCTATTTGTGATGTCCAAGTTCACAAGACCAGA
CCACTACTGAATATAGTCAGATAAAACTCTCCAAGATATTGTATACEAGTTCCAGGGCTTTT
CAAAMTGAAATGAAGAGAAGAAGGGATTTTTATGAAMEICTTTCTGCTGATGTIGCCAATGGCT
CTAATGAAGATAGAGGAGAGGTTGCAGATGAAGATAAGAGAAT GNIBACGAGATAATAAGC
TTATCCATTGAATTCTTTGACCAGAACAGC: CATCGGAAAGTAAACAAAEMEAGAAATIAA
GCEAGG/GTGAATGATAAAAGATACTTACGATGCCCAGCAGCAATGACTGAGARBGAAAGT
TTCTCAGAAGTAAAATGGACATACCTAATACTTTCCRGA TG TCATGTATCAGENICCTTTA
AAGGATTATTATACACTAATGGATATTGCCTACATTTATACCTGGARIBBICCACTICATT
GAAATACAGAGTTCGACCTACTTGTAAAAGAATGAAGATCAGTCACCAGAGAGATGIWGT GACA
CTGGAGAACTGGAAAGTGACTCTGGGAGTGACAAGGCCAACAGCCCAGCAGGAGGTATTCCCTCCACC
TCTTCTTGTTTGCCTAGCCCCAGTACTCCAGTGCAGTCTCTIAMETTTCCTCACATTTCCAG
TACTATGAATGGAACCAGCAACAGCCCCAGCGGTAACCACCAATCTTCTTTTGCCAATAGACCTCGAA
AATCA CAGTAAATGGGTCATCAGCAACTTCTTCTGGTEGAAC

Figure 5.4 ¢+ BMI1 was accurately amplified from NHU cell RNA with only two, non -
amino acid altering mutations. BMI1 was sequenced (Section 2.6.5.5after amplification
from NHU RNA. Restriction sites are coloured in yellow, the Kozak sequence in green and
alternate exons colours in black and grey. Two bases that were changed from the Reference
sequence are highlighted in red.

15¢€



Chapter 4

Figure 5.5 - BMI1 was successfully cut from the pPGEMT BMI1 vector.  Gel electrophoresis
(section 2.6.5.3) of pGEM T BMI1 isolated from transformed XL1-Blue competent E. coli (1),
after single BamH1 restriction enzyme digestion (2) and after a double restriction enzyme
digestion with BamH1 and Hpal (3). The ladder indicates the size of the product in base
pairs.

Figure 5.6 - BMI1 was successfully ligated into pLXSN vector and used to transfect
bacteria. Colony RT-PCR (Section 2.6.3.8)/amplifying BMI1 (221bp) from 8 bacterial colonies
after transfection with pLXSN BMI1. Base pair ladder indicates the size of the product in
base pairs.
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PLXSN Empty pLXSN BMI1 pLXSN hTERT untransfected

Figure 5.7 ¢ Packaging cells were successfully transfected with pLXSN BMI1, pLXSN hTERT and pLXSN Empty vectors. Phase contrast images of PT67
packaging cells transfected with pLXSN empty, pLXSN hTERT & pLXSN BMI1 on days 3 and 5 of G418 selection showing complete death of untransfected
El OOUBwW2EEOI WEEUWA wk Yws 08
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5.4.2 Overexpression of BMI1 and hTERT in NRU cells

NRU cells transduced with retrovirus during primary culture to overexpress BMI1
or hTERT showed no difference in morphology to cells transduced with empty
pPLXSN at passage one, following one subculture (Figure 5.8). Population growth
was consistent between all transduced cell lines, with 80-90% confluence achieved
after 7 days of culture under antibiotic (G418) selection. Non-transduced control
NRU cells did not grow in the presence of G418 and approximately 95% of cells

died within 7 days of G418 selection and were discontinued.

When passaged a second time (P2), NRU cultures transduced with pLXSN, pLXSN
BMI1 or pLXSN hTERT all failed to proliferate and approximately 95% of cells were
dead within 7 days (Figure 5.10). NRU cells transduced with BMI1 or hTERT

appeared to die at the same rate as cells containing pLXSN empty vector.

The growth of passage 1 and passage 2 NRU cells transduced with pLXSN BMI1 or
pPLXSN hTERT was quantified (Figure 5.11 & Figure 5.12) and in support of results
seen by phase contrast microscopy showed thatNRU cells at P1 all shared typical
growth kinetics irrespective of BMI1 or hTERT overexpression. No differences were
found between NRU cells transduced with pLXSN empty vector and cells
transduced with either pLXSN BMI1 or pLXSN hTERT. After an additional passage
(P2), all NRU cells showed minimal growth between days 1 and 3 of culture and
significant reductions in biomass between days 3 and 5. Overexpression of BMI1 or
hTERT did not have a significant effect on NRU (P2) cell growth compared to the

empty vector control.
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pLXSN BMI1 pLXSN hTERT ransfected

GIAR

Figure 58 ¢+ NRU cells were successfully transfected with pLXSN Empty vector, pLXSN hTERT, pLXSN BMI1 vectors. Phase contrast images of
transduced and untransduced NRU cells cultured in KSFMc medium (0.06mM Ca?*) during the first 7 days after subculture (P1) under G418 selection. Scale
bar =504 06 w
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DI't 5

Figure 5.9 ¢+ BMI1 and hTERT were both expressed by NRU cells overexpressing BMI1.
RT-PCR (section 2.6.3.8)showing BMI1 expression in NRU cells (P1) transduced with
pLXSN BMI1 (B), pLXSN empty vector (E) and pLXSN hTERT (H). GAPDH was included as

a loading control.

pLXSN hTERT

Figure 5.10¢ hTERT and BMI1 overexpressing cells did not survive after passage 2. Phase
contrast images of transduced NRU cells cultured in KSFMc medium (0.06 mM Caz2*) on
days 3, 5 and 7 after second subculture (P2). Cells remained nder G418 selection pressure.

Scale bar 504 O 6
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Figure 5.11¢ BMI1 and hTERT overexpressing NRU cells grew at passage 1 equivalent to
control cells. AlamarBlue assay (Section 2.5.3.1) generated growth curves for control,
pLXSN BMI1 and pLXSN hTERT transfected NRU cells (P1) cultured in KSFMc medium
(0.06 mM Ca*) containing G418 selection. Error bars represent +£SD (n=3, R041, R042, R046).
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Figure 5.12 ¢+ BMI1 and hTERT overexpressing NRU cells failed to grow at passage 2.
AlamarBlue assay (Section 2.5.3.1) generated growth curves for control, pLXSN BMI1 and
pLXSN hTERT transfected NRU cells (P2) cultured in KSFMc medium (0.06 mM Ca?¥)
containing G418 selection. Error bars represent +SD (n=3, R041, R042, R046).
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5.4.3 The effect of overexpressing BMI1 and hTERT on NHU cell

growth

Sublines of NHU cells from two donors (Y1533 & Y1570) transduced with pLX SN
BMI1, pLXSN hTERT or pLXSN empty vector at passage 1 were maintained over
several months. Cultures were passaged when 8090% confluent and population
doubling curves generated (Figure 5.13 & Figure 5.14). Data from the individual

donors is displayed separately to illustrate the donor variations observed.

BMI1 overexpressing NHU cells from both donors showed no difference in growth
rate compared to NHU cells overexpressing hTERT or transfected with pLXSN
empty vector up to passage 10 (Y1533) and passag8 (Y1570), at which point NHU
cells transduced with empty vector became senescent. BMI1 and hTERT
overexpressing cells continued to proliferate beyond the point at which empty
vector cells became senescent, with BMIlttransduced cells achieving a greater
number of population doublings than hTERT -overexpressing NHU cells at each

time point.

One NHU cell line (Y1570) showed a greater population doubling rate than cells
from donor Y1533. This variation between donors was mirrored by BMI1 and
hTERT-overexpressing cells, indicating that overexpression of either protein did not

have any effect on the NHU cell growth rate.

Cells throughout culture were monitored by ph ase contrast microscopy (Figure
5.14) to allow changes in cell morphology to be monitored. NHU cell lines
overexpressing BMI1 or hTERT showed no alterations in cell morphology between
passages €9. NHU cell cultures transfected with pLXSN empty vector began to
contain flattened cells at passage 7 (P7) and had a larger, more rounded cell
morphology by passage 9 (P9). Based on the growth curves generated, this

coincided with a decrease in cell proliferation and eventual senescence.
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Figure 5.13 ¢ BMI1 and hTERT overexpression increased NHU cell lifespan in culture
compared to control cells. NHU cell population doubling curves (Section 2.5.4) were
generated for two cell lines transduced with pLXSN BMI1, pLXSN hTERT and pLXSN
empty vector. Numbers indicate the passage number of the cell line at each time point (n=2,
Y1533 and Y1570)
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pLXSN BMI1 pLXSN hTERT pLXSN Empty

Ry o

P7

P9

Figure 514 + BMI1 and hTERT overexpressing NHU cells maintained a normal
morphology in culture up to passage 9 whereas control (Empty vector) NHU cells became
more rounded and were less densely packed in culture. Representative phase contrast
images of NHU cells transduced with pLXSN BMI1, pLXSN hTERT and pLXSN empty
vector at passages 69. (n=1, Y1533). Scale bar504 O 8
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To confirm the overexpression of BMI1 and hTERT in transduced NHU cells, RT-
PCR was conducted on RNA from pLXSN BMI1, pLXSN hTERT and pLXSN empty
vector transfected NHU cells at passages 212. In pLXSN BMI1 transfected NHU
cells, BMI1 was detected at passages-d2 (Figure 5.15). hTERT was not found to be

expressed by BMI1 overexpressing NHU cells.

pLXSN hTERT transfected NHU cells showed both expression of hTERT at passages
2-12 and also expression of BMI1 (Figure 5.16). hTERT expression appeared to
increase over the time course. BMI1 expression was visually reduced compared to
expression in pLXSN BMI1 transfected NHU cells (Figure 5.16), but was

consistently expressed by hTERT overexpressing cells at passages-22.

As NHU cells transfected with pLXSN empty vector became senescent, RFPCR was
only conducted on RNA from cells up to passage 8 (Figure 5.17). At no passage did
empty vector-transduced NHU cells express BMI1 or hTERT transcript. The lack of
BMI1 and hTERT expression in the empty vector cells indicated that the expression
seen in the pLXSN BMI1 and pLXSN hTERT transfected cells was a result of the
retroviral transduction. As BMI1 was expressed by both pLXSN hTERT transfected
NHU cell lines (Y1533 and Y1570), it suggests that the expression of BMI1 in hTERT

overexpressing cells was the consequence of hTERT overexpressian
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P2 P4 P& P8 P10 P12

Bmi-1

hTERT

GAPDH

1

Figure 5.15% BMI1 expression was maintained in NHU cells over multiple passages. RT-
PCR (section 2.6.3.8)results showing BMI1 and hTERT expression in BMI1 overexpressing
NHU cells at passages 212 (Y1533). Water was used as a negat& (no-template) control,
RNA from BMI1 or hTERT -overexpressing PT67 was used as positive controls; GAPDH was
used as a loading control.

P2 P4 P6 P8 P10 P12

Bmi-1

hTERT

GAPDH

Figure 5.16 - BMI1 and hTERT were both expressed by hTERT overexpres sing NHU cells
over several passages. RT-PCR (Section 2.6.3.8) results showing BMI1 and hTERT
expression in hTERT overexpressing NHU cells at passages 212 (Y1533). Water was used as
a negative control, BMI1 or hTERT overexpressing PT67 cDNA as positive catrols and
GAPDH as a loading control. (n=2, Y1533, Y1570)
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Figure 5.17 ¢ BMI1 and hTERT were not expressed by Empty vector (control) NHU cells.
RT-PCR (section 2.6.3.8) results showing BMI1 and hTERT expression inpLXSN Empty
vector transduced NHU cells at passages 28 (Y1533). Water was used as a negative control,
BMI1 or hTERT overexpressing PT67 cDNA as positive controls and GAPDH as a loading
control. (n=2, Y1533, Y1570)

5.4.4 Generation of a functional barrier in vitro

At passage three, NHU cells transduced with pLXSN BMI1, pLXSN hTERT and
pPLXSN empty vector were subjected to the ABS/[Ca] differentiation protocol and
all were found able to generate a barrierin vitro, as measured by TEER. This was
conducted in two NHU cell lines and although there were variations between the
two donor cell lines, no significant differences in the ability of cells to generate a
barrier occurred as a result of overexpressing BMI1 or hTERT compared to empty

vector controls (Figure 5.18 to Figure 5.20).

Y1533
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Figure 5.18 ¢+ Functional TEER barriers (>1000 kOhm.cm 2) were generated by control,
BMI1 and hTERT overexpressing NHU cells at passage 3. TEER measurements (Section
2.5.5.2) for two NHU cell lines (P3) transfected with pLXSN BMI1, pLXSN hTERT or pLXSN
empty vector. Error bars represent £SD for three replicate cultures.
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At passage 6 (Figure 5.19) NHU cells from both NHU cell lines (Y1533 & Y1570)
produced a lower TEER than at passage 3 (Figure 5.18). Cells overexpressing BMI1
(green) from both donor cell lines were able to generate a barrier at passage 6 with
one donor cell line (Y1533) forming a barrier within three days. NHU cells
overexpressing hTERT (red) from one donor cell line (Y1570) showed no significant
difference in TEER throughout the time course compared to cells overexpressing
BMI1. NHU cells overexpressing hTERT in the other donor cell line (Y1533) took
longer to generate a TEER over 1500 kOhms.cthcompared to cells overexpressing
BMI1 and were not able to maintain the TEER between days 7 and 13. NHU cells
transfected with pLXSN empty vector (blue) had reduced TEER values compared to
BMI1 and hTERT overexpressing cells. Y1533 empty vector cells at passage 6 failed
to produce a barrier whereas Y1570 empty vector cells were able to generate a TEER
of over 1500 kOhm.cn? however this took longer than in BMI1 and hTERT
overexpressing cells and the TEER did not become as high as in the overexpressing

cells.

Compared against cells at passage 3 (Figure 5.18) and passage 6 (Figure 5.19), BMI1
and hTERT overexpressing NHU cells at passag 10 (Figure 5.20) did not generate
as high TEERs however, unlike NHU cells transfected with empty vector, which had
become senescent, BMI1 and hTERT cells were able to produce a barrier. BMI1
overexpressing NHU cells generated barriers of approximately 1500 kOhm.cm?.
hTERT overexpressing NHU cells produced lower TEERs and took longer to reach a
maximum resistance. There was a significant difference between the TEERs
generated between BMI1 and hTERT overexpressing NHU cells from the Y1533
donor line (solid bars) at passage 10 whereas NHU cells from the second, Y1570

donor line (dashed lines) produced similar TEER values after 9 days of culture.
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Figure 5.19 - Functional TEER barriers ( >1000 kOhm.cm?) were generated by control, BMI1
and hTERT overexpressing NHU cells at passage 6. TEER measurements (Section 2.5.5.2)
for two NHU cell lines (P6) transfected with pLXSN BMI1, pLXSN hTERT or pLXSN empty
vector. Error bars represent +SD for three replicate cultures.
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Y1570
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Figure 5.20% BMI1 overexpressing NHU cells generated a functional TEER barrier (>1000

kOhm.cm 2) at passage 10 unlike hTERT overexpressing NHU cells.

TEER measurements

(Section 2.5.5.2) for two NHU cell lines (P6) transfected with pLXSN BMI1, pLXSN hTERT or
pLXSN empty vector. Error bars represent £SD for three replicate cultures.
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5.5 Conclusions and Discussion

A BMI1 overexpressing retroviral plasmid was created and used to generate BMIt
overexpressing NRU and NHU cell lines. hTERT -overexpressing NRU and NHU

cell lines were also generated using an existing pLXSN hTERT vector.

In NRU cells, overexpression of either BMI1 or hTERT did not increase cell lifespan
in culture or allow cells to be subcultured further than untransduced cells. This is in
contrast to BMI1 and hTERT-overexpressing NHU cells which continued to grow in
culture for multiple passages after pLXSN empty vector control cells had become
senescent.. BMI1 expressing NHU cells did not express hTERT, however, hTERT
overexpressing NHU cells did express BMI1. A correlation between BMI1 and
hTERT expression in cancerous cells has beerstablished (Zhang et al., 2008)and in
combination, BMI1 and hTERT overexpression has been used to immortalise a
number of primary cell lines (Saito et al., 2005; Zhag et al., 2006; Haga et al., 2007)
In hnTERT immortalised oral epithelial cells, BMI1 activation was shown to occur
and be crucial for cells retaining their immortalised phenotype and for epithelial -
mesenchymal transition (Qiao et al., 2013) The lack immortalisation in NRU cells
could be as a result ofoverexpressing human BMI1 in rats however this would seem
unlikely due to the high sequence homology between human and rat BMI1
transcripts (appendix 2.3). The inability of hTERT overexpression to increase NRU
cell lifespan could also be due to the difference between human and rat TERT that

share approximately 75% identity.

Functionally, BMI1 and hTERT cells were capable of generating functional barriers
in vitro at passage 6 and 10, when empty vector control cells were not capable of
generating a high barrier. Variations between NHU cell lines could be as a result of
differences between donors, highlighting the requirement for these results to be
replicated in additional NHU cell lines from multiple donors. At passage 10, BMI1 -
overexpressing NHU cells were capable of generating higher TEERs than hTERT
overexpressing NHU cells but TEERs were reduced compared against those

achieved at P3 and P6.
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5.6 Key Findings

)l

Retrovirus for overexpression of human BMI1 was successfully generated

BMI1 and hTERT-overexpression failed to immortalise NRU cell lifespan in

culture, despite evidence of successful overexpression.

BMI1-overexpressing NHU cell proliferation was comparable to that of

NHU cells overexpressing hTERT

BMI1 and hTERT-overexpressing NHU cells were capable of generating

functional barriers at P6 and P10.
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6.1 Chapter Introduction
6.1.1Cellular Metabolism

Cellular metabolism involves a series of enzyme-catalysed reactions within cells,
resulting in the transformation of a compound to its metabolites. Metabolic
reactions can be divided into either catabolism or anabolism, both of which are
essential for all living cells. Catabolism involves the breakdown of large molecules
into their smaller components, with digestion of food being a key example.
Anabolism, alternatively, is the addition of reactive groups or molecules to a
compound in order to synthesise complex molecules. One important example of

anabolism is the metabolism of xenobiotics (discussed by lyanagi, 2007)

Xenobiotics are compounds foreign to an organism that, if allowed to accumulate,
could cause toxicity or other damage. These can include compounds that organisms
are inadvertently or advertently exposed to in their environment or by ingestion.
Pharmaceutical agents, pesticides and naural poisons are all examples of
xenobiotics that humans are routinely exposed to and which have to be cleared from

body in order to prevent toxicity (discussed by Omiecinski et al., 2011)

6.1.2 Xenobhiotic metabolism in humans and rats

Differences in isoform composition, expression, localisation and catalytic activities
exist between the metabolic enzymes of humans and rats. Such differences can have
significant impacts on the rate and mechanism of xenobiotic metabolism, affecting

the adivity of a compound and its metabolites (Martignoni et al., 2006).

Cellular metabolism of xenobiotics occurs predominantly in the liver and consists of
two distinct phases (illustrated in Figure 6.1). Phase | involves the addition of polar
or reactive groups to the target compound and is largely conducted by the
cytochrome P450 (CYP) superfamily of enzymes. Phase | metabolism by CYPs
accounts for approximately 75% of the total metabolism of pharmaceutical agents.

Phase Il metabolic enzymes such as UDPglucuronosyltransfereases,
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methyltransferases, sulfontransfereases and glutathione Stransferases are then able
to add complex, water-soluble molecules to the phase I(intermediate) metabolite in
conjugation reactions. The conjugated xenobiotic metabolite is then excreted from
cells, where it can either be immediately eliminated from the body, for example by
glomerular filtration in the kidneys, or undergo further (phas e Ill) metabolism prior

to elimination (reviewed by Jancova et al., 2010)

1
Phase Il E Phase Ill or elimination

Phase |

Figure 6.1 ¢ lllustration of Phase | and Phase Il xenobiotic metabolic reactions.  Phase |
metabolism, predominantly conducted by CYPs, involving oxidation of electrophilic
xenobiotics or reduction of nucleophilic xenobiotics. Phase Il conjugation reactions then take
place to add glutathione groups (SG) sulfate groups (SGsH), acetyl groups (Ac) and
glucuronide groups (Gl) to the phase | metabolite, rendering the compound inactive. Phase
Il metabolites are then further metabolised or immediately removed from the body.

Through the addition of polar or reactive groups, phase | metabolism can generate
active metabolites or metabolites with increased activity compared to the original
compound. This has been exploited in the cases of phamaceutical prodrugs,
including cyclophosphamide (used in the treatment of cancer and autoimmune
diseases) and codeine (used as an analgesic), which need to be metabolised into
active metabolites in order to have their intended effects. The illicit drug her oin also
requires metabolism to its active compounds in order to cause euphoria. Metabolic
activation of xenobiotics can result in toxicity if the metabolite is produced in high

enough quantities, as is the case when the rate of phase | metabolism exceedthat of
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phase Il (reviewed by Ekins and Wrighton, 1999; reviewed by Turpeinen et al.,

2006)

6.1.3 Cytochrome P450 enzymes

The cytochrome P450 (CYP) superfanily of enzymes are primarily responsible for
phase | metabolism. CYPs can be constitutively or inducibly expressed in multiple
tissues and play an important role in the metabolism of both xenobiotics and
endogenous molecules (reviewed by Anzenbacher and Anzenbacherova, 2001)
Mammalian CYPs are membrane-associated proteins located in mitochondria or the
endoplasmic reticulum. CYPs are terminal oxidase enzymes in electron transfer
chains (Meunier et al., 2004) To function, CYP enzymes require additional proteins

such as cytochrome P450 reductase (CPR) and NADPH electron donor.

CYPs are most hghly expressed in the liver, where their expression profiles and
characteristics have been extensively studied, but they are also expressed in other
organs including the intestine, kidneys, heart, lungs and bladder (Zhang et al., 1999;
Knights et al., 2013; reviewed by Chaudhary et al., 2009; Hukkanen et al., 2002;
Brauers et al., 2000; Bieche et al., 2007)

In humans, there are 57 CYP genes and more than 60 CYP pseudogess, divided
into 18 different families that are indicated by a number (e.g. CYP1). Within each
family there are multiple subfamilies, indicated by a letter (e.g. CYP1A), and within
each subfamily individual enzymes are identified by a number (e.g. CYP1Al).
Members of the CYP1, CYP2, and CYP3 families are almost exclusively responsible
for pharmaceutical compound metabolism in humans. The other CYP families are
involved in the metabolism of endogenous molecules such as vitamin D and retinoic
acid (detailed by Sim and Ingelman-Sundberg, 2010) The specific CYPs that conduct
the majority of pharmaceutical compound metabolism are illustrated in Figure 6.2,

which denotes the percentage of pharmaceutical compounds they metabolise.
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CYP2A6

Figure 6.2 ¢ percentage of total CYP metabolism of pharmaceutical agents by the
individual CYP enzymes. The 8 CYP enzymes responsible for pharmaceutical agent
metabolism and the percentage of pharmaceutical agents they metabolise are depicted
(adapted from Wrighton and Stevens, 1992).

The expression of CYPs by different tissues can have important ramifications for
drug discovery and for predicting xenobiotic toxicity, as expression in the target

tissue may modulate the effect or activity of a particular drug.

6.1.4 CYPs and the bladder

Many known bladder toxicants are known to be metabolised to active states by
cytochromes including acrylamides, cyclophosphamide and 4 -aminobiphenyl
(Turpeinen et al., 2006; IngelmanSundberg, 2004; Ekhart et al., 2008) If this
metabolism were to occur within the bladder, it would localise the toxicity and

subject the urothelium to potentially harmful concentrati ons of active carcinogens.

Multiple CYPs including CYP1A1, CYP1A2, CYP1B1, CYP2D6 and CYP2EL have all
been shown to be expressed in the bladder, with several other CYPs expressed by
urothelial carcinomas (Brauers et al., 2000) The CYP2B family of enzymes
responsible for metabolism of xenobiotics including cyclophosphamide, methadone,
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tamoxifen and ifofamide have not been investigated in t he urothelium (Ekins and
Wrighton, 1999; Gervot et al., 1999) CYP2Bs are not constituently expressed, but
instead require induction by xenobiotics such as phenobarbital in order to be
present in a tissue and as such are not identified under control conditions (reviewed
by Wang and Tompkins, 2008). Regulation of CYP2B induction by phenobarbital is
known to involve constitutive androstane receptor (CAR), which translocate to
hepatocyte nuclei in response to phenobarbital treatment (Gervot et al., 1999) The
phenobarbital -responsive enhancer module (PBREM), which is highly conserved in
humans and rats, is a 51 base pair DNA sequence containing two DR4 nuclear
receptor response elements NR1 and NR2. CAR heterodimerises with the retinoid X
receptor (RXR) in response to phenobarbitatinduced nuclear translocation. The
CAR-RXR heterodimer has high affinity for the NR1 site of the PBREM and binding
results in the induction of CYP2B genes (Kawamoto et al., 1999; Kodama and
Negishi, 2006). A second member of the orphan nuclear receptor family, Pregnane X
Receptor (PXR), is also known to bind to the PBREM and the similar xenobiotic
response enhancer module (XREM) to activate CYP2B expressior{Goodwin et al.,

2001)
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Figure 6.3 - Phenobarbital induces nuclear translation of CAR where it heterodimerises
with RXR to bind to the PBREM, facilitating CYP2B gene expression. Phenobarbital also
induces PXR to bind to either PBREM or XREM, also facilitating CYP2B gene expression.
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CAR-mediated regulation of CYP2B expression is known to be sexually dimorphic
in certain rat strains, such as Wistar and the Wistar Kyoto (WKO) rats, in which
phenobarbital -induced CAR translocation and PBREM activation only occurred in
male rats. Such discreparties between sexes were not observed in Fisher 344 rats
(Yoshinari et al., 2001) Human CYP2B expression varies greatly between males and
females and between different ethnic populations. Females have increased CYP2B1
MRNA , protein and enzyme activity compared to males. Hispanic populations were
found to have greater CYP2B1 expression and activity than Caucasian or African
populations. In females a clear genotype-phenotype association has been
demonstrated in which gene expression is a clear indicator of activity, whereas in

males such an association could not be establishedLamba et al., 2003)

Humans express two CYP2B homologues, namely CYP2B6 and CYP2B7, with
CYP2B6 being the most abundant and important in terms of xenobiotic metabolism
(reviewed by Wang and Tompkins, 2008). In rats, six CYP2B homologues are
expressed (CYP2B1, CYP2B2, CYP2B3, CYP2B12, CYP2B15 and CYP2B21), with
CYP2B1 and CYPB2 often considered as equivalent to CYP2B6 in humans
(Desrochers et al., 1996; Du et al.,, 2004; Keeney et al., 199&long with CYP2B3,
CYP2B1 and CYP2B2 are most abundantly expressed by hepatocytes, but have also
been found in lung and gastrointestinal tract epith elial cells (Mitschke et al., 2008;

Czekaj et al., 2000)

6.1.5 Modelling CYPs in vitro

Primary hepato cytes are capable of retaining a differentiated phenotype in vitro for a
limited period, however, they suffer a reduction in CYP expression over time and
have a limited lifespan in culture (Abdel-Razzak et al.,, 1993) Immortalised
hepatocyte cell lines have limited or no metabolic functions and hence are not useful
tools to study xenobiotic metabolism in vitro (Westerink and Schoonen, 2007) As
such, in vivo models or isolated microsomes from primary cells are used to

investigate CYP metabolism.
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In vitro systems are a desirable platform for studying CYP metabolism. The
generation of a metabolically-functional in vitro system has thus far proved illusive
but, if achieved, would be of significant benefit to investigators of xenobiotic

metabolism and toxicity.
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6.2 Aim

To investigate the potential of urothelial cells to express CYP2B enzymes after
treatment with CYP2B- inducing compounds both in vivo (rat) and in vitro (rat and

human).

6.2.1 Objectives

1. Determine whether CYP2B induction occurs in rat urothelial cells after in
Vivo exposure to phenobarbital

2. Investigate which CYP2B enzyme is expressed by rat urothelial cells afterin
vivo exposure to phenobarbital

3. Explore the potential of an experimental CYP2B-inducing compound to
induce rat urothelial cell CYP2B expressionin vivo.

4. Assess the ability of urothelium in rat and human cell and organ culture

systems to express CYP2B enzymes.
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6.2 Experimental approach

6.2.1 CYP2B induction in vivo

Surplus bladder and liver tissue was collected from Syngenta studies where rats had
been dosed with phenobarbital or a compound under development that was shown
to induce CYP2B activation in the liver. Bladders were collected from untreated
control and treated rats upon sacrifice. Tissue was either formalin-fixed and
processed into paraffin wax for histology, or the urothelium was harvested for RNA
isolation using the dispase protocol (see chapter 3). CYP2B1/2 labelling in
urothelium from control and treate d rats was quantified using image analysis
software (Tissue Gnostics). >1000 urothelial cells were analysed per bladder to
provide an arbitrary DAB intensity labelling score. Control and phenobarbital -

treated rat liver sections were used as controls.

6.2.2 CYP2B induction in vitro

NRU and NHU cells were isolated and cultured as previously described (see
chapters 2 and 3). Cells were dosed with phenobarbital (5004 , ) at concentrations
reported to induce CYP2B expression in the literature (Sidhu and Omiecinski, 1995;
Joannard et al., 2@6). CYP2B induction was investigated at different time points up
to 72 hours by RNA analysis and western blotting. Negative (medium only) controls

were included as comparisons.

6.2.3 CYP2B induction in ex vivo organ culture models

Rat bladders were dissected into quarters and cultured urothelium -side up on PET
cellculUUUT wbOUI UOUwpx OUTl wUPAT wt ws OAWEUWEwWwOPQBUDE
the medium both above and below the membrane. Tissue was treated for 72 hours

before  either formalin-fixation and paraffin wax embedding for
immunohistochemistry or the urothel ium separated using the dispase protocol (see

chapter 3) and RNA isolated for analysis.
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6.2.4 Cell lines

Table 6.1 NRU Cells

No. of Sex

Source

Strain

Chapter 6

Age/Weight

animals

R0O51 20 M/F University of Manchester Wistar 200300 g
R053 6 F University of York Wistar 200250 g
R054 5 F University of York Wistar 200250 g

Table 6.2 NHU Cells

Code Tissue of Origin Sex Age Age of cells during
experiments

Y1533 Ureter M 45 P1-4

Y1570 Ureter F 51 P1-4
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6.3 Results

6.3.1 CYP2B expression in rat urothelium

Immunolabelling using antibodies against CYP2B1/2 was conducted on bladder
sections from control and phenobarbital -treated (dietary 1200 ppm) rats (male and
female) after 3, 7 and 14 days of treatmet. After three days (Figure 6.4), urothelial
cells from phenobarbital -treated rat bladders showed a high intensity of labelling
compared to control animals. The pattern of immunolabelling appeared perinuclear
and was present throughout the urothelium in phenobarbital -treated animals.
Individual variations were noted within the phenobarbital -treated group, with one
bladder having a visibly lower intensity of labelling compared to the others, but still
higher than the controls. Urothelium from control rats was very low to completely
absent of CYP2B1/2labelling. At the 7 (Figure 6.5) and 14-day (Figure 6.6) time
points, phenobarbital -treated animals also had an obvious increased intensity of
CYP2B1/2 labelling than controls. As with the 3-day time point, individual
variations in CYP2B1/2 expression existed between phenobarbitattreated animals,

but in all cases, labelling was more intense than the controls.

Liver sections from control and phenobarbital -treated rats were included as
negative and positive controls, respectively (Figure 6.7). At the different
magnifications shown, CYP2B1/2 labelling was apparent surrounding blood vessels
in the phenobarbital -treated liver sections but was almost completely absent in the
livers of control animals. Negative controls from which primary antibody was

omitted were included and showed no labelling (Appendix 2.4).
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Control Phenobarbitaltreated

Figure 6.4 + CYP2B1/2 expression was induced in rat bladders after 3 days of
phenobarbital treatment in vivo . CYP2B1/2 was immunolabelled (Section 2.7.2)in control
and phenobarbital -treated rat urothelium after 3 days of t reatment. Scale bars =50 pm (n=3

individual rats).
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Control Phenobarbitattreated

Figure 6.5 - CYP2B1/2 expression was induced in rat bladders after 7 days of
phenobarbital treatment in vivo . CYP2B1/2 was immunolabelled (Section 2.7.2)in control
and phenobarbital-treated rat urothelium after 7 days of treatment. Scale bars =50 um (n=3

individual rats).
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Control Phenobarbitaltreated

Figure 6.6 + CYP2B1/2 expression was induced in rat bladders after 14 days of
phenobarbital treatment in vivo . CYP2B1/2 was immunolabelled (Section 2.7.2)in control
and phenobarbital-treated rat urothelium after 14 days of treatment. Scale bars =50 um (n=3

individual rats).
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Control . Phnarbita#treted

A 74

Figure 6.7 + CYP2B1/2 was expressed by hepatocytes in close proximity to blood vessels
in phenobarbital -treated by not control rat livers after 7 days of treatment in vivo .
CYP2B1/2 was immunolabelled (Section 2.7.2) incontrol and phenobarbital -treated rat liver
sections after 7 days of dietary administration . Sections are shown at multiple magnifications
to illustrate the specific labelling pattern around blood vessels (indicated by arrows) in
phenobarbital -treated animals. Scale bars =0 pm (n = 3 individual rat s).

Quantification of urothelial CYP2B labelling (Figure 6.8 revealed significant
increases in labelling intensity between control and phenobarbital -treated urothelial
cells at each time point and also an increase between phenobarbitaltreated
urothelial cells from days 3 and 14. A significant difference was also shown between

control and phenobarbital -treated hepatocytes.
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Figure 6.8 - CYP2B1/2expression was significantly increased in phenobarbital -treated rat
urothelium compared to controls. Computational quantification (Section 2.7.3)of urothelial
CYP2BL/2 immuno labelling in control and phenobarbital -treated rats after 3 (D3), 7 (D7) and
14 (D14) days dietary administration was conducted. Mean DA B intensity in >1000 urothelial
cells from three rat bladders per treatment/time group were generated using TissueGnostics
software after CYP2B immunolabelling. Error bars + SD (n=3). (* =p <0.05, **= p <0.01, *** =
p<0.001 using a 2way ANOVA with a Tukeys post hoc test of comparison ).

To support the immunolabelling results, RT -PCR was conducted on urothelial
cDNA from 5 control and 5 phenobarbital -treated animals after 7 days of treatment
(Figure 6.9 Generic CYP2B primers, designed to amplify all rodent CYP2B
homologues, showed clear expression of CYP2B enzymes in the urothelium of 2
control and 5 phenobarbital -treated rats. While showing the ability of rat urothelial
cells to express CYP2B in response to phenobarbital, this result also demonstrated a

high level of individual variation between animals: a result observed when visually

assessing urothelial CYP2B labelling.
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Figure 6.97 CYP2B enzymes were expressed in rat urothelial cells after 7 days of dietary

phenobarbital treatment. RT-PCR of CYP2B expression in rat urothelial cDNA after 7 days
of treatment with a vehicle control or phenobarbital. Krt7 was included as a control

urothelial cell marker, smooth muscle actin (SMA) as a marker of stromal cell contamination

and GAPDH as a loadingcontrol. Positive (+) and negative (-) primer controls were rat liver

cDNA (CYP2B & GAPDH), normal rat urothelial cell cDNA (Krt7) and rat genomic DNA

(SMA). Negative (no template) control substituted water for cDNA. Reverse transcriptase
negative (RT-) samples were also included alongside reverse transcriptase positive (RT+)
samples as controls for genomic DNA contamination.
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6.3.2 CYP2B homologue expression in rat urothelial cells

Primers were designed to specifically amplify each of the 6 CYP2B homologues
present in the rat genome and RT-PCR was conducted on urothelial cDNA from five

control and five phenobarbital (day 7) treated rats (Figure 6.1Q. Primers designed
to individuall y amplify both CYP2B1 (lower band) and CYP2B2 (higher band)
produced weak bands in one control and two phenobarbital -treated rat urothelial

samples. CYP2B3 amplifying primers also produced weak results in three
phenobarbital -treated samples. CYP2B12 and @P2B15 primers did not generate
bands from either control or phenobarbital -treated samples. CYP2B21 primers

produced weak bands in two phenobarbital -treated samples.

Together, the RT-PCR results presented a confusing picture of CYP2B expression by
the urothelium, with multiple homologues being expressed in some but not all of
the individual rats after 7 days of phenobarbital treatment. To further clarify which
homologues were expressed, the PCR product amplified from cDNA using g eneric
CYP2B primers (Figure 6.9) from one control and five phenobarbital -treated
urothelial samples was TA-cloned into a vector, transformed into bacteria and single
clones isolated, cloned and sequenced. Based on specific base pair differences
between CYP2B homologues, individual enzymes were identified as expressed
(Figure 6.10). Although this approach was not quantitative, it was unequivocal in
demonstrating the expression of five out of six CYP2B homologues by
phenobarbital -induced rat urothelial cells. CYP2B1, as in the RTFPCR results (Figure

6.9), was found to be absent.
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Figure 6.10¢ The specific CYP2B enzyme expressed in rat urothelial cells was not able to
be confirmed by RT -PCR. RT-PCR (30 cycles) was conducted on control or 7-day
phenobarbital -treated rat urothelial cDNA. Specific primers were dedgned to amplify each
of the 6 CYP2B enzymes found in rat. GAPDH was included as a loading control. Positive (+)
control cDNA and negative (-) no template (water) controls were included for each primer
set. Rat liver cDNA was used as a control for CYP2B1/2CYP2B3 CYP2B12, CYP2B1&and for
GAPDH primers. Rat skin cDNA was used as positive control for CYP2B21 primers.
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CONTROL 1 AGGAGATTGATCAGGTGSGCTCACACCGGCTACCAALIBATATCGTACE
CONTROL 1 AGGAGATTGATCAGGTGAIGCTCACAGCGGGTCCCAACCCTTGATGATCA

PHENOB. 1 AGGAGATTGATCAGGTGGSGCTYCAANGGCCACCATCCCTATGSACGTACCA
PHENOB. 1 AGGAGATTGATCAGGTCFSGCTECACAGGCCACCATCCCTT(GB‘X\TCGTACQ
PHENOB. 2 AGGAGATTGATCAGGTGGSGCTCACACBETACCAACCCGATGACGTACA
PHENOB. 2 AGGAGATTGATCAGGTGAGCTCACACCECTACCAACCCTGATATCGATCA
PHENOB. 3 AGGAGATTGATCAGGTGAGCTCACACCGGCTACCBBCTGATGACGTACA
PHENOB. 3 AGGAGATTGATCAGGTEGSIGCTCACAGCGGGTCCCAACCCTTGATGGATCA
PHENOB. 4 AGGAGATTGATCAGGTE@ASIGCTCACAGCGGGTCCCAACCCTTGATGATCA
PHENOB. 4 AGGAGATTGATCAGGTGSGCTCARGGCCACCATCCCTTGATGATACCA
PHENOB. 5 AGGAGATTGATCAGGTGSGCTCACACCGECCCAACCCTTGATGAGRIICA

CONTROL 1 AAATGCCATRACTRATGAGTCATCECGABTTCAGAGATTGCAGATCTGAILC
CONTROL 1 AAATGCCATBACTGAEGCAGTCATGT GAGTTCAGAGATTICTGATGTTTICC

PHENOB. 1 AAATGCCATBACTGATGAGTCATCACGAGRTCAGAGATTGECAGATCTTGICC
PHENOB. 1 AAATGCCATBACTGATGRGTCATCCBGACATTCAGAGATTECAGATCTTGILC
PHENOB. 2 AAATGCCATBACTGAGQAGTCATCBCGAATTCAGAGATIGCAGATCTTGCCC
PHENOB. 2 AAATGCCATBACTGATGRGTCATCEBCGAATTCAGAGATIGCAGATCTTG@C
PHENOB. 3 AAATGCCATRACTGAGQAGTCATCCBGAATTCAGAGATIGCAGATCTTGCCC
PHENOB. 3 AAATGCCATBACTGAGCAGTCATGTIGACATTCAGAGATTCTGATGTTTICC
PHENOB. 4 AAATGCCATBACTGAGCAGTCATGTO GAGATTCAGAGATTCTGATGTTTICC
PHENOB. 4 AAATGCCATBACTGATGAGTCATCARCGAATTCAGAGATTECAGATCTTGICC
5

PHENOB. 5 AAATGCCATBACTGATGGGTCATCATGAGATTCAGAGATTCAGATCTTGICC

CONTROL 1 AATTG@CTACCACACAGAGTCACCAAAGATABGITCCGAGGGTACCTGCTA
CONTROL 1 AATGGG@TTGCCA GCAGAATCACCAAAGACATATTCCGAGGGTACCTGCTA
PHENOB. 1 AATTGGTTACCACACAGAGTCACCAAAGAGAGTITCCGAGGGTACCTGCTA
PHENOB. 1 AATTGGTTACCACACAGAGTCACCAAAGAGAGITCCGAGGGTACCTGCTA
PHENOB. 2 AATTG@ETACCACACAGAGTCACCAAAGAGAGI TCCGAGGGTACCTGCTA
PHENOB. 2 AATTGGTTACCACACAGAGTCACCAAAGAGAGITCCGAGGGTACCTGCAA
PHENOB. 3 AATTGGTETACCACACAGAGTCACCAAAGAGAGI TCCGAGGGTACCTGCTA
PHENOB. 3 AAT GGATTGCCATGCAGAATCACCAAAGCCREA TCCGAGGGTACCTGCTA
PHENOB. 4 AATCGATTGCCATGCAGAATCACCAAAGACATBTTCCGAGGGTACCTGCTA
PHENOB. 4 AATTGGTTACCACACAGAGTCACCAAAGAGAGITCCGAGGGTACCTGCTA
PHENOB. 5 BATTGGEIICCACACAGAGTCACCAAAGACADBTTCCGAGGGTACCTGCTA

CYP2B2 CYP2B3 CYP2B12 CYP2B15 CYP2B21

Figure 6.1171 5 of the 6 CYP2B genes expressed in rats were expressed by rat urothelial

cells in response to phenobarbital . Aligned sequencing of cloned CYP2B RTPCR product
from 1 control and 5 phenobarbital -treated urothelial samples using generic CYP2B primers.
Individual CYP2B enzymes were identified from small base pair variations within the

amplified region. These differences are shaded to indicate specificity of CYP2B product, as
indicated by colour in the table. Primer regions are shaded in yellow at either end of the
sequence.
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6.3.4 Ratln vivo case studyt chemical i nduction of CYP2B

A compound under development by Synge nta was found to cause urothelial
hyperplasia in rats during 28 day toxicity studies. Liver biochemistry assays were
conducted by Leatherhead Food Research (LFR) on behalf of Syngenta and the raw
data was generously volunteered to assist this study. These data (Figure 6.11 to
Figure 6.12) are reproduced here with the full knowledge and permission of

Syngenta.

Analysis of liver biochemistry data ( Figure 6.12) revealed that the compound
significantly increased total hepatic cytochrome P450 content after 28days at dietary
doses exceeding 3000 ppm. A specific marker of CYP2B (pentoxyresorufin O -
depentylase) enzyme activity revealed that at dietary doses exceeding 500 ppm,
CYP enzyme activity was significantly increased relative to controls. This was
further confirmed by immunolabelling of liver sections from control and dosed

(3000 ppm for 28 days) rats Figure 6.13. No labelling was observed in control liver

sections, but clearly defined regions of labelling were seen in the livers of treated
animals. This pattern of labelling was similar to the CYP2B1/2 labelling seen in liver

sections of rats treated with phenobarbital (Figure 6.14).
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Figure 6.12¢ Hepatic CYP content was increased in a dose dependant manner in response
to the Syngenta compound. Mean total hepatic Cytochrome P450 content in control and
dosed male (Blue) and female (red) rats after 28 days of treatment. Error bars represent £SD
(n=5).
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Figure 6.13 ¢ Hepatic CYP2B enzyme expression was increased in response to the
Syngenta compound in a dose dependant manner. Hepatic 7-pentoxyresorufin O -
depentylase (CYP2B marker) activity in control and dosed male (blue) and female (red) rats
after 28 days of treatment. Error bars represent +SD (n=5).
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Control Dosed

Figure 6.14% CYP2B expression was induced in rat hepatocytes after 28 days of treatment

with the Syngenta compound. Immunohistochemistry labelling of CYP2B1/2 was conducted
in liver sections from control rats and rats treated with a developmental compound after 28
days of treatment. Scale bars = 200 um. Arrows indicate the location of blood vessels.
Results were replicaed in three individual animals per group (n=3).

Having established the potential of the compound to induce CYP2B expression in
the liver, CYP2B1/2 immunolabelling was conducted on bladder tissue from control
and dosed (dietary 3000ppm) rats after 28 days (Figure 6.15. In sections from both
control and dosed rats, a small amount of background labelling was present and
there were variations between animals within treatment groups. The urothelium of
dosed animals appeared thicker than in control animals, supporting the reports of
hyperplasia in the treatment group. Superficial cells in particular showed defined,
intense CYP2B1/2 labelling (examples indicated). The CYP2B1/2 expression by

urothelial cells appeared increased in the 28 day dosed rats. .
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Control Dosed
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Figure 6.1517 CYP2B1/2 expression was induced by the Syngenta compound in vivo after

dietary administration for 28 days. Immunohistochemistry labelling of CYP2B1/2 was
conducted on control (left) and Syngenta compound-treated (right) rat urothelium after 28

days of treatment. Arrows indicate examples of strong superficial cell labelling. Scale bars =
50 pum. (n=4).
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6.3.4 Investigation of urothelial CYP2B expression in vitro

CYP2Binduction in NRU cell monolayer s
NRU cells were harvested and cultured as previously described (Chapter 3). 80-90%
confluent primary and subcultured (P1) NRU cell cultures were treated for 72 hours
with a physiologically relevant concentration of phenobarbital (500 pM) and
monitored by phase contrast microscopy (Figure 6.16). Subcultured NRU cells
treated with phenobarbital appeared to have a reduced cell density compared to

cells cultured in KSFMc alone, but no changes in morphology were observed.

PO P1

Control

Phenobarhital
(5004 O K

Figure 6.16 ¢ Phenobarbital had no visible effect on NRU cells in culture after 72 hours of

treatment. Phase contrast images showing primary (PO) and subcultured (P1) NRU cells
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