
Output of SEA Motif Enrichment Analysis for CIC binding consensus motif TSAATGRA in fos intron 1 from H. sapien (accession:
NM_005252.4), M. musculus (accession: NM_010234.3), G. gallus (accession: NM_205508.1) and X. tropicalis (accession: NM_001016200.2).
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